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Table S1

Gene Cofficent HR（95%CI） Z Score P value

CDC6 -0.4269 0.6526( 0.4909-0.8674) -2.94 0.00328 **

RRM2 -0.3154 0.7295(0.5319-1.001) -1.957 0.0504 

HMMR -0.3866 0.6794(0.5196-0.8883) -2.825 0.00472 **

 Univariate Cox model results of each gene in 3 risk-related genes 



Table S2   Immune cell type abundance 

Legend 

Table S1 Univariate Cox model results of each gene in 3 risk-related genes

Figure S1 Two-dimensional PCA cluster plot before and after sample correction. 

 A: PCA cluster plot before sample correction. B: A PCA cluster plot after sample correction. 

The pink dot represents the sample of GSE19429 and the blue dot represents the sample of GSE58831.

Table S2 Immune cell type abundance between low-risk and high-risk MDS samples in the total set. 


