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[bookmark: OLE_LINK29]Supplemental Figure 1: Mortality by IL-18 level separated by LCA class using top quintile cut-off rather than 800pg/mL. Survival analysis using top quintile cut-off for IL-18 shows that elevated IL-18 adds prognostic information in (a) all-comers, (c) hypo-inflammatory LCA patients, and (e) hyper-inflammatory LCA patients in SAILS. In HARP-2, elevated IL-18 adds prognostic information in (b) all-comers and (d) hypo-inflammatory LCA patients, but not in (f) hyper-inflammatory LCA patients.

