
P (rank test) FDR 07_09 10_12 13_15 16_18 19_21 22_24 25_27 28_30 31_33 34_36 37_40 07_09 10_12 13_15 16_18 19_21 22_24 25_27 28_30 31_33 34_36 37_40
Prevotella_copri_35.153 35.153 1.7E-16 7E-16 21.53 24.06 36.79 36.51 36.51 33.87 37.73 33.4 39.06 38.06 43.77 17.1 26.61 39.54 38.05 38.94 36.73 41.7 36.19 40.61 39.71 44.14
Faecalibacterium_prausnitzii_11.383 11.383 0 0 5.1 6.28 8.2 11.27 12.18 12.85 13.13 14.07 11.71 13.62 12.87 1.72 4.51 7.2 10.67 11.61 12.98 12.49 12.56 11.55 12.44 11.43
Prevotella_stercorea_7.054 7.054 1E-17 4.5E-17 2.57 3.89 4.79 7.47 7.34 7.1 7.81 8.38 8.98 9.03 7.98 0.01 0.03 1.88 6.8 6.28 6.09 5.85 7.81 9.46 8.06 7.77
Bacteroides_4.636 4.636 5.9E-09 0.000000018 11.64 9.69 5.11 3.47 4.34 4.47 4.65 4.43 2.2 2.01 2.76 4.13 2.64 1.62 0.81 0.9 0.93 0.96 1.36 0.75 0.71 0.64
Bifidobacterium_4.117 4.117 0 0 15.55 13.82 9.91 5.7 2.78 1.53 0.99 0.47 0.24 0.33 0.2 13.92 10.95 7.08 3.34 0.47 0.095 0.01 0.01 0.01 0 0
Escherichia_coli_3.505 3.505 0 0 10.86 6.31 3.92 3.98 3.77 3.71 2.97 1.91 1.42 1.57 0.99 5.45 2.62 0.99 1 1.42 1.42 0.52 0.43 0.25 0.28 0.16
Succinivibrio_dextrinosolvens_2.424 2.424 9.2E-21 4.7E-20 0.021 0.34 1.65 1.2 2.54 2.91 2.95 2.86 3.89 4.24 3.25 0 0 0 0 0.01 0.01 0.01 0.01 0.07 0.04 0.01
Paraprevotella_xylaniphila_2.02 2.02 0 0 0.074 0.79 0.84 1.6 1.83 2.33 2.34 2.47 3.16 3.53 3.18 0 0 0 0 0 0.01 0.02 0.57 1.09 2.12 0.9
Sutterella_wadsworthensis_1.751 1.751 5.8E-18 2.6E-17 3.25 3.39 2.36 2.12 1.45 1.25 1.47 1.42 1.12 1.03 1.04 2.25 1.83 1.35 1 0.58 0.44 0.43 0.58 0.28 0.14 0.12
Streptococcus_salivarius_1.137 1.137 0.00000036 0.00000096 1.77 1.67 1.31 1.25 1.67 1.16 0.98 0.78 0.71 0.66 0.52 0.39 0.53 0.55 0.4 0.58 0.42 0.33 0.27 0.25 0.27 0.25
Megasphaera_elsdenii_0.9 0.9 0 0 4.05 2.87 2.7 1.15 0.37 0.23 0.14 0.016 0.012 0.002 6E-04 1.61 0.72 0.83 0.01 0 0 0 0 0 0 0
Streptococcus_equinus_0.895 0.895 0.000002 0.0000051 1.49 0.69 0.79 1.01 1.42 1.54 0.77 0.6 0.47 0.41 0.43 0 0.02 0.04 0.09 0.13 0.08 0.03 0.03 0.04 0.02 0.025
Haemophilus_parainfluenzae_0.89 0.89 1.9E-15 7.7E-15 0.26 1.19 0.68 1.04 1.11 1.32 0.8 0.78 0.74 0.78 0.44 0.03 0.09 0.22 0.3 0.32 0.41 0.32 0.2 0.26 0.24 0.18
Sutterella_sp.YIT_0.82 0.82 0.00000002 0.000000058 0.71 0.72 0.81 0.79 0.94 0.7 0.63 0.93 0.84 0.97 0.98 0.01 0.01 0.14 0.34 0.43 0.16 0.27 0.53 0.54 0.75 0.75
Ruminococcaceae_UCG002_0.716 0.716 0 0 0.053 0.2 0.29 0.53 0.34 0.62 0.71 1.33 1.42 1.23 1.08 0 0 0 0.05 0.09 0.09 0.2 0.39 0.73 0.73 0.52
Thalassospira_0.707 0.707 0 0 0.14 0.15 0.51 0.48 0.67 0.89 0.69 0.91 1.09 1.02 1.04 0 0 0 0 0.01 0.03 0.04 0.2 0.46 0.41 0.62
Klebsiella_pneumoniae_0.691 0.691 0.00011 0.00024 1.11 0.38 0.4 0.76 1.29 1.1 0.92 0.46 0.37 0.3 0.32 0.09 0.03 0.03 0.06 0.08 0.075 0.03 0.03 0.02 0.02 0.01
Eubacterium_rectale_0.673 0.673 0 0 0.097 0.12 0.16 0.27 0.64 0.77 0.96 1.17 1.03 0.94 1.09 0 0 0 0 0.01 0.03 0.34 0.45 0.45 0.43 0.38
Fusobacterium_mortiferum_0.643 0.643 0.000068 0.00015 0.29 1.02 0.3 0.83 0.48 1.03 0.96 0.91 0.3 0.2 0.055 0 0 0 0 0 0 0 0 0 0 0
Prevotella_ruminicola_0.615 0.615 2.5E-16 1E-15 0.079 0.55 0.29 0.55 0.66 0.74 0.59 0.78 0.74 0.92 0.7 0 0 0 0.01 0 0.02 0.01 0.01 0.34 0.63 0.49
Pseudobutyrivibrio_ruminis_0.568 0.568 0 0 0.003 0.21 0.12 0.22 0.42 0.73 0.98 0.63 0.99 0.97 0.95 0 0 0 0.02 0.05 0.19 0.44 0.28 0.5 0.43 0.46
Lactobacillus_ruminis_0.544 0.544 0 0 0.96 1.97 1.17 0.72 0.58 0.17 0.24 0.14 0.04 0.12 0.026 0 0.43 0.12 0.02 0 0 0 0 0 0 0
Parabacteroides_distasonis_0.474 0.474 0.061 0.093 0.6 0.69 0.55 0.5 0.34 0.41 0.46 0.52 0.44 0.41 0.35 0.06 0.19 0.13 0.12 0.12 0.11 0.19 0.23 0.13 0.18 0.17
Roseburia_inulinivorans_0.465 0.465 0 0 0.13 0.21 0.22 0.25 0.33 0.71 0.54 0.59 0.69 0.74 0.68 0 0 0 0.01 0.06 0.29 0.24 0.28 0.34 0.27 0.34
Allisonella_histaminiformans_0.421 0.421 0 2E-22 0.49 0.51 0.82 0.77 0.42 0.3 0.24 0.34 0.19 0.2 0.2 0.07 0.04 0.46 0.39 0.12 0.03 0.03 0.02 0.03 0.01 0.01
Holdemanella_biformis_0.416 0.416 0 0 0.067 0.049 0.15 0.3 0.38 0.43 0.5 0.73 0.62 0.63 0.55 0 0 0 0.02 0.04 0.04 0.16 0.19 0.28 0.4 0.32
Ruminococcus_torques_0.411 0.411 0 0 0.3 0.18 0.34 0.46 0.51 0.43 0.51 0.42 0.44 0.36 0.4 0.01 0.03 0.09 0.21 0.25 0.26 0.26 0.25 0.29 0.24 0.28
Collinsella_aerofaciens_0.396 0.396 0 0 0.67 1 1.02 0.62 0.31 0.26 0.14 0.11 0.11 0.088 0.085 0.33 0.55 0.56 0.26 0.09 0.06 0.03 0.04 0.04 0.03 0.025
Blautia_sp_0.352 0.352 0.00021 0.00045 0.27 0.28 0.35 0.31 0.58 0.39 0.28 0.36 0.28 0.31 0.33 0.04 0.13 0.22 0.19 0.21 0.24 0.19 0.23 0.2 0.22 0.22
Erysipelotrichaceae_sp_0.318 0.318 0 0 0.072 0.04 0.083 0.32 0.29 0.44 0.45 0.46 0.4 0.38 0.47 0 0 0 0.03 0.08 0.18 0.19 0.23 0.18 0.16 0.23
Veillonella_dispar_0.314 0.314 0.0000037 0.0000091 0.38 0.68 0.33 0.45 0.38 0.41 0.2 0.18 0.16 0.11 0.088 0.03 0.09 0.08 0.08 0.09 0.1 0.06 0.06 0.06 0.04 0.05
Ruminococcus_gnavus_0.311 0.311 1.7E-12 5.8E-12 0.42 0.35 0.59 0.26 0.25 0.31 0.2 0.24 0.36 0.2 0.33 0.07 0.06 0.05 0.08 0.1 0.16 0.14 0.15 0.13 0.12 0.18
Megamonas_funiformis_0.308 0.308 0 0 0.59 0.33 1.02 0.52 0.27 0.24 0.14 0.062 0.041 0.085 0.05 0 0.01 0.02 0 0 0 0 0 0 0 0
Veillonella_ratti_0.302 0.302 0 0 2.37 1.48 0.47 0.19 0.042 0.047 0.012 0.001 9E-04 0.017 0.001 0.24 0.01 0 0 0 0 0 0 0 0 0
Lachnospiraceae_sp_0.295 0.295 2.7E-10 8.7E-10 0.34 0.42 0.37 0.36 0.32 0.29 0.25 0.25 0.2 0.19 0.19 0.22 0.33 0.31 0.26 0.23 0.22 0.19 0.17 0.14 0.14 0.16
Catenibacterium_mitsuokai_0.294 0.294 0.00000012 0.00000034 0.063 0.14 0.16 0.31 0.48 0.32 0.26 0.32 0.39 0.34 0.24 0 0 0 0 0 0 0 0 0 0.01 0
Prevotella_nanceiensis_0.285 0.285 0.13 0.18 0.011 0.004 0.021 0.34 0.24 0.52 0.27 0.44 0.35 0.24 0.67 0 0 0 0 0 0 0 0 0 0 0
Phascolarctobacterium_succinatutens_0.284 0.284 0 0 0.031 0.11 0.079 0.063 0.28 0.64 0.25 0.4 0.45 0.51 0.33 0 0 0 0 0 0 0 0.04 0.19 0.25 0.18
Eubacterium_coprostanoligenes_0.278 0.278 0 0 0.007 0.049 0.071 0.12 0.18 0.25 0.35 0.45 0.52 0.53 0.59 0 0 0 0 0 0.01 0.06 0.29 0.28 0.43 0.32
Anaerostipes_sp.5_0.27 0.27 0 0 0.16 0.18 0.22 0.21 0.41 0.42 0.23 0.28 0.27 0.23 0.27 0 0.02 0.05 0.1 0.13 0.18 0.14 0.16 0.16 0.17 0.16
Pasteurella_multocida_0.249 0.249 1E-18 4.7E-18 0.01 0.036 0.049 0.11 0.17 0.18 0.12 0.6 0.58 0.23 0.89 0 0 0 0 0 0 0 0 0 0 0
Olsenella_sp.SK9K4_0.238 0.238 0 0 1.01 1.15 0.47 0.25 0.11 0.029 0.061 0.02 0.008 0.011 0.019 0.36 0.22 0.1 0.03 0 0 0 0 0 0 0
Megasphaera_micronuciformis_0.233 0.233 0.000000001 3.1E-09 0.83 0.77 0.6 0.33 0.2 0.085 0.014 0.005 0.008 0.003 0.001 0 0 0 0 0 0 0 0 0 0 0
Ruminococcaceae_sp_0.231 0.231 0 0 0.039 0.05 0.13 0.27 0.19 0.17 0.24 0.3 0.34 0.38 0.38 0 0 0.02 0.04 0.07 0.08 0.13 0.14 0.19 0.2 0.25
Lachnoclostridium_sp_0.215 0.215 0 0 0.11 0.13 0.12 0.16 0.2 0.3 0.25 0.29 0.27 0.25 0.24 0.02 0.07 0.09 0.11 0.13 0.22 0.19 0.2 0.21 0.2 0.2
Parabacteroides_merdae_0.215 0.215 0.011 0.019 1.35 0.32 0.3 0.22 0.13 0.081 0.13 0.15 0.1 0.089 0.063 0 0.01 0.01 0.01 0 0 0 0.02 0.02 0.01 0.01
Dorea_sp_0.214 0.214 0.01 0.018 0.16 0.22 0.19 0.2 0.23 0.22 0.19 0.26 0.23 0.23 0.2 0.07 0.14 0.15 0.15 0.15 0.16 0.14 0.17 0.17 0.17 0.16
Roseburia_faecis_0.213 0.213 1.5E-17 6.7E-17 0.046 0.19 0.22 0.16 0.21 0.28 0.24 0.35 0.16 0.22 0.077 0 0 0.01 0.01 0.01 0.02 0.02 0.03 0.03 0.03 0.02
Clostridium_celatum_0.207 0.207 1.4E-16 5.8E-16 0.11 0.13 0.13 0.28 0.28 0.25 0.19 0.16 0.24 0.23 0.14 0 0 0 0.01 0.02 0.04 0.05 0.04 0.05 0.04 0.055
Ureaplasma_canigenitalium_0.206 0.206 0.083 0.12 0.3 0.44 0.16 0.22 0.17 0.3 0.12 0.17 0.19 0.12 0.039 0 0 0 0 0 0 0 0 0 0 0
Oscillibacter_sp_0.202 0.202 0 0 0.022 0.097 0.093 0.18 0.15 0.21 0.22 0.3 0.34 0.3 0.19 0 0 0.01 0.04 0.06 0.08 0.08 0.13 0.18 0.16 0.12
Clostridiales_bacteriumCIEAF_0.202 0.202 0 0 0.022 0.097 0.093 0.18 0.15 0.21 0.22 0.3 0.34 0.3 0.19 0 0 0.01 0.04 0.06 0.08 0.08 0.13 0.18 0.16 0.12
Clostridium_hathewayi_0.196 0.196 0 0 0.54 0.42 0.56 0.29 0.13 0.17 0.039 0.037 0.045 0.024 0.03 0.07 0.13 0.17 0.08 0.04 0.02 0.02 0.01 0.01 0.01 0.01
Sarcina_ventriculi_0.189 0.189 2.5E-18 1.2E-17 0.059 0.08 0.14 0.15 0.17 0.26 0.18 0.36 0.17 0.21 0.099 0 0 0 0 0 0 0 0 0.01 0 0
Brachyspira_pilosicoli_0.189 0.189 0.16 0.22 0.04 0.17 0.26 0.31 0.16 0.36 0.13 0.076 0.12 0.2 0.1 0 0 0 0 0 0 0 0 0 0 0
Campylobacter_jejuni_0.185 0.185 0.00013 0.00028 0.69 0.79 0.17 0.15 0.061 0.068 0.13 0.12 0.051 0.13 0.023 0 0 0 0 0 0 0 0 0 0 0
Streptococcus_gallolyticus_0.184 0.184 0.002 0.0039 0.09 0.24 0.11 0.084 0.15 0.23 0.64 0.17 0.12 0.02 0.006 0 0 0 0 0 0 0 0 0 0 0
Prevotella_sp.oral_taxon_299_0.17 0.17 0.00000018 0.00000049 0.042 0.025 0.071 0.12 0.15 0.18 0.098 0.24 0.43 0.23 0.22 0 0 0 0 0 0 0 0 0 0 0
Zymomonas_mobilis_0.153 0.153 7.6E-13 2.6E-12 3E-04 0.1 0.044 0.083 0.15 0.1 0.11 0.33 0.32 0.22 0.15 0 0 0 0 0 0 0 0 0 0 0
Cetobacterium_somerae_0.152 0.152 0.019 0.032 0.11 8E-04 0.29 0.15 0.33 0.36 0.037 0.044 0.19 0.008 0.014 0 0 0 0 0 0 0 0 0 0 0
Collinsella_intestinalis_0.15 0.15 0 0 0.51 0.5 0.31 0.26 0.12 0.053 0.037 0.017 0.003 0.006 0 0 0.01 0.03 0.02 0 0 0 0 0 0 0
Butyrivibrio_crossotus_0.147 0.147 0 0 0 0.026 0.002 0.002 0.019 0.059 0.32 0.32 0.32 0.32 0.29 0 0 0 0 0 0 0 0 0 0 0
Ruminococcus_bromii_0.145 0.145 0 0 5E-04 0.061 0.044 0.041 0.16 0.13 0.21 0.28 0.21 0.2 0.23 0 0 0 0 0 0 0.01 0.03 0.03 0.06 0.025
Coriobacterium_sp.CCUG_0.144 0.144 0 0 0.21 0.16 0.084 0.099 0.11 0.11 0.18 0.19 0.18 0.18 0.13 0 0 0.01 0.01 0.03 0.035 0.04 0.08 0.09 0.09 0.07
Anaerovibrio_lipolyticus_0.142 0.142 0.0018 0.0035 0 0.14 0.25 0.29 0.23 0.087 0.033 0.08 0.1 0.11 0.042 0 0 0 0 0 0 0 0 0 0 0
Herbaspirillum_autotrophicum_0.138 0.138 5.9E-17 2.5E-16 2E-04 0.038 0.037 0.08 0.17 0.11 0.14 0.18 0.21 0.27 0.28 0 0 0 0 0 0 0 0 0 0 0
Blautia_coccoides_0.134 0.134 0 0 0.002 0.024 0.012 0.074 0.1 0.24 0.14 0.22 0.21 0.19 0.24 0 0 0 0 0 0.01 0.03 0.04 0.06 0.07 0.03
Lysinibacillus_xylanilyticus_0.132 0.132 0 0 0.004 0.023 0.021 0.049 0.072 0.081 0.17 0.32 0.2 0.3 0.18 0 0 0 0 0 0 0.01 0.04 0.04 0.04 0.05
Eubacteriaceae_bacteriumDJF_0.126 0.126 0 0 0.013 0.003 0.024 0.075 0.079 0.12 0.19 0.15 0.21 0.36 0.16 0 0 0 0 0 0 0.01 0.01 0.02 0.06 0.04
Veillonella_atypica_0.123 0.123 0.000014 0.000033 0.038 0.15 0.13 0.12 0.17 0.18 0.17 0.11 0.11 0.03 0.037 0 0.01 0.01 0.01 0.02 0.01 0.01 0.01 0.01 0.01 0.01
Lactobacillus_rogosae_0.114 0.114 0 0 0.053 0.036 0.074 0.085 0.089 0.1 0.18 0.13 0.16 0.16 0.18 0 0 0.01 0.01 0.02 0.03 0.04 0.04 0.05 0.04 0.065
Eubacterium_hallii_0.114 0.114 0 0 0.007 0.048 0.057 0.096 0.1 0.12 0.16 0.18 0.16 0.13 0.14 0 0 0 0.03 0.06 0.08 0.1 0.13 0.12 0.11 0.11
Roseburia_intestinalis_0.108 0.108 0 0 0.15 0.008 0.01 0.013 0.082 0.12 0.15 0.2 0.17 0.18 0.17 0 0 0 0 0 0 0.01 0.04 0.03 0.04 0.03
Turicibacter_sanguinis_0.106 0.106 4.9E-15 1.9E-14 0.018 0.019 0.04 0.16 0.13 0.19 0.14 0.08 0.13 0.088 0.062 0 0 0 0 0 0.01 0.02 0.01 0.01 0.01 0.02
bacterium_YE64_0.104 0.104 0 0 0.004 0.016 0.029 0.074 0.055 0.15 0.18 0.14 0.19 0.14 0.17 0 0 0 0.01 0.01 0.02 0.02 0.04 0.06 0.05 0.05
Lactobacillus_mucosae_0.1 0.1 9.3E-14 3.5E-13 0.12 0.61 0.25 0.042 0.096 0.014 0.023 0.017 0.006 0.005 2E-04 0 0 0 0 0 0 0 0 0 0 0
Clostridium_leptum_0.097 0.097 0 0 0.005 0.01 0.014 0.028 0.034 0.14 0.13 0.24 0.17 0.11 0.17 0 0 0 0 0 0.01 0.01 0.03 0.03 0.02 0.03
Weissella_confusa_0.097 0.097 0.0033 0.0063 0.082 0.035 0.071 0.091 0.18 0.12 0.12 0.11 0.082 0.066 0.038 0 0 0.01 0.01 0.01 0.01 0.01 0 0 0 0
Erysipelatoclostridium_ramosum_0.092 0.092 0.0064 0.012 0.097 0.068 0.12 0.057 0.074 0.1 0.056 0.13 0.11 0.094 0.13 0.02 0.02 0.01 0 0 0 0 0 0 0 0
Prevotella_oulorum_0.091 0.091 0.0000015 0.0000039 0.005 0.039 0.1 0.16 0.18 0.077 0.029 0.032 0.11 0.15 0.047 0 0 0 0 0 0 0 0 0 0 0
Ruminococcus_lactaris_0.088 0.088 0 0 0.006 0.01 0.016 0.037 0.066 0.13 0.12 0.15 0.14 0.14 0.1 0 0 0 0 0.01 0.03 0.05 0.07 0.06 0.07 0.045
Roseburia_hominis_0.088 0.088 0 0 0.004 0.038 0.022 0.031 0.033 0.11 0.15 0.14 0.15 0.16 0.13 0 0 0 0 0 0.01 0.02 0.04 0.03 0.06 0.04
Intestinibacter_bartlettii_0.088 0.088 3.4E-13 1.2E-12 0.083 0.042 0.041 0.092 0.099 0.094 0.098 0.11 0.12 0.091 0.077 0 0.01 0.01 0.02 0.02 0.03 0.04 0.04 0.04 0.03 0.03
Dorea_formicigenerans_0.087 0.087 3.2E-09 9.8E-09 0.13 0.13 0.12 0.11 0.093 0.071 0.056 0.071 0.067 0.063 0.061 0.1 0.1 0.09 0.08 0.06 0.05 0.04 0.05 0.05 0.05 0.04
Enterococcus_hirae_0.086 0.086 0.26 0.34 0.11 0.03 0.23 0.12 0.057 0.078 0.05 0.085 0.083 0.026 0.004 0 0 0 0 0 0 0 0 0 0 0
Flavonifractor_plautii_0.08 0.08 9.8E-13 3.4E-12 0.28 0.22 0.13 0.082 0.061 0.054 0.041 0.039 0.032 0.03 0.039 0.06 0.09 0.05 0.04 0.02 0.03 0.02 0.02 0.02 0.02 0.02
Odoribacter_splanchnicus_0.08 0.08 8.1E-12 2.7E-11 0.12 0.085 0.053 0.073 0.052 0.099 0.099 0.11 0.076 0.073 0.053 0 0 0 0 0 0 0.01 0.01 0.03 0.01 0.01
Campylobacter_upsaliensis_0.08 0.08 0.0098 0.017 0.03 0.19 0.14 0.13 0.081 0.11 0.039 0.036 0.018 0.042 0.031 0 0 0 0 0 0 0 0 0 0 0
Eubacterium_oxidoreducens_0.078 0.078 0 0 2E-04 0.004 0.006 0.015 0.034 0.091 0.097 0.16 0.15 0.14 0.19 0 0 0 0 0 0 0.01 0.01 0.03 0.02 0.055
Veillonella_sp.3.1.44_0.078 0.078 1E-11 3.3E-11 0.015 0.18 0.078 0.14 0.16 0.038 0.032 0.036 0.025 0.057 0.019 0 0.01 0.01 0.02 0.01 0.01 0.01 0.01 0.01 0.01 0.01
Campylobacter_lari_0.078 0.078 0.39 0.47 0.023 0.079 0.03 0.022 0.1 0.12 0.07 0.2 0.065 0.056 0.027 0 0 0 0 0 0 0 0 0 0 0
Lactobacillus_salivarius_0.077 0.077 0 0 5E-04 0.035 0.028 0.12 0.061 0.12 0.037 0.16 0.12 0.062 0.051 0 0 0 0 0 0 0 0 0.01 0.01 0.005
Peptoclostridium_difficile_0.075 0.075 0.11 0.16 0.14 0.34 0.11 0.074 0.046 0.058 0.037 0.03 0.028 0.02 0.017 0 0 0 0 0 0 0 0 0 0 0
Ruminococcus_bicirculans_0.072 0.072 0 0 0 9E-04 0.001 0.037 0.053 0.068 0.18 0.11 0.13 0.098 0.12 0 0 0 0 0 0 0 0 0 0 0
Clostridiales_bacteriumA2162_0.072 0.072 0 0 0.003 0.015 0.027 0.015 0.056 0.081 0.11 0.13 0.11 0.11 0.11 0 0 0 0 0.01 0.03 0.05 0.05 0.06 0.05 0.06
Lactobacillus_gasseri_0.072 0.072 4.7E-13 1.7E-12 0.053 0.2 0.099 0.017 0.35 0.003 9E-04 0.004 0.008 0.008 0 0 0 0 0 0 0 0 0 0 0 0
Clostridium_bolteae_0.072 0.072 8.2E-11 2.7E-10 0.045 0.037 0.062 0.027 0.03 0.12 0.12 0.13 0.056 0.092 0.044 0 0 0.01 0 0 0.01 0.01 0.01 0.01 0.02 0.01
Prevotella_sp.P2A_0.071 0.071 2.8E-19 1.4E-18 0 0.045 0.036 0.055 0.069 0.046 0.045 0.08 0.11 0.13 0.22 0 0 0 0 0 0 0 0 0 0.02 0
Blautia_hansenii_0.07 0.07 0.0000026 0.0000066 0.037 0.036 0.094 0.094 0.086 0.061 0.083 0.058 0.076 0.063 0.023 0 0 0 0 0 0 0 0 0 0 0
Butyricicoccus_pullicaecorum_0.065 0.065 1E-21 5.3E-21 0.02 0.024 0.041 0.086 0.045 0.094 0.059 0.09 0.1 0.065 0.032 0 0 0 0 0.01 0.01 0.01 0.02 0.03 0.02 0.02
Clostridium_lactatifermentans_0.064 0.064 0 0 0.017 0.035 0.039 0.055 0.068 0.088 0.057 0.09 0.078 0.091 0.055 0 0 0 0.01 0.03 0.04 0.04 0.04 0.05 0.04 0.03
Clostridium_disporicum_0.063 0.063 0 1E-22 0.004 0.048 0.052 0.06 0.12 0.055 0.054 0.074 0.066 0.058 0.058 0 0 0 0 0 0 0.01 0 0 0.01 0.01
Bacteroidales_bacteriumP13_0.063 0.063 6.8E-09 0.00000002 0 0.01 0.034 0.055 0.034 0.083 0.027 0.078 0.12 0.18 0.044 0 0 0 0 0 0 0 0 0 0 0
Campylobacter_troglodytis_0.062 0.062 0.0000028 0.000007 2E-04 0.015 0.019 0.058 0.022 0.042 0.1 0.082 0.16 0.083 0.065 0 0 0 0 0 0 0 0 0 0 0
Elusimicrobium_minutum_0.061 0.061 7.5E-13 2.6E-12 0 0.023 0.018 0.043 0.035 0.076 0.011 0.13 0.1 0.14 0.17 0 0 0 0 0 0 0 0 0 0 0
Catabacter_hongkongensis_0.059 0.059 0 0 2E-04 0.014 0.006 0.035 0.038 0.038 0.042 0.11 0.12 0.12 0.13 0 0 0 0 0 0 0 0.01 0.03 0.04 0.03
Roseburia_sp.DJF_0.058 0.058 0 0 0 0.001 0.007 0.006 0.018 0.026 0.063 0.21 0.1 0.12 0.068 0 0 0 0 0 0 0 0 0 0 0.01
Roseburia_sp.499_0.058 0.058 0 0 0.066 0.01 0.005 0.017 0.024 0.098 0.09 0.11 0.067 0.097 0.059 0 0 0 0 0 0 0.01 0.01 0.01 0.02 0.02
Eubacterium_eligens_0.058 0.058 0 0 0.01 0.007 0.015 0.017 0.026 0.1 0.09 0.1 0.079 0.095 0.09 0 0 0 0 0 0.01 0.04 0.04 0.04 0.06 0.07
Acidaminococcus_sp._0.057 0.057 0 0 0.47 0.2 0.06 0.062 0.015 0.009 0.014 0.027 7E-04 0 4E-04 0 0 0 0 0 0 0 0 0 0 0
Prevotella_maculosa_0.054 0.054 0 0 0 0.011 0.019 0.03 0.05 0.066 0.073 0.061 0.095 0.095 0.07 0 0 0 0 0 0 0 0 0 0.01 0
Clostridium_symbiosum_0.054 0.054 0 2E-22 0.01 0.014 0.028 0.022 0.029 0.15 0.048 0.083 0.089 0.072 0.075 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0
Veillonella_parvula_0.054 0.054 7.6E-13 2.6E-12 0.14 0.15 0.11 0.083 0.026 0.085 0.011 0.005 0.018 0.01 0.016 0 0 0 0 0 0 0 0 0 0 0
Clostridium_neonatale_0.053 0.053 4.3E-11 1.4E-10 0.021 0.043 0.24 0.017 0.14 0.04 0.008 4E-04 0.015 2E-04 0.004 0 0 0 0 0 0 0 0 0 0 0
Alistipes_finegoldii_0.053 0.053 0.0000034 0.0000084 0.029 0.012 0.027 0.044 0.088 0.11 0.041 0.049 0.04 0.084 0.027 0 0 0 0 0 0 0 0 0 0 0
Haemophilus_parahaemolyticus_0.053 0.053 0.062 0.094 0.017 0.069 0.038 0.036 0.074 0.075 0.028 0.1 0.053 0.027 0.01 0 0 0 0 0 0 0 0 0 0 0
Staphylococcus_epidermidis_0.052 0.052 0 0 0 0.009 0.003 0.002 0.004 0.053 0.031 0.24 0.061 0.048 0.084 0 0 0 0 0 0 0 0 0 0 0
Desulfovibrio_piger_0.052 0.052 0.0029 0.0056 0.088 0.083 0.046 0.057 0.042 0.033 0.025 0.04 0.066 0.072 0.054 0 0 0 0 0 0 0 0 0 0 0
Morganella_morganii_0.051 0.051 0.54 0.61 2E-04 0.044 0.011 0.002 0.004 1E-03 0.003 0.38 1E-04 0.016 2E-04 0 0 0 0 0 0 0 0 0 0 0
Dialister_succinatiphilus_0.049 0.049 0.028 0.045 0.041 0.052 0.045 0.05 0.051 0.069 0.009 0.067 0.047 0.062 0.027 0 0 0 0 0 0 0 0 0 0 0
Prevotella_buccae_0.049 0.049 0.036 0.057 0 1E-04 0.002 0.18 0.004 0.008 0.052 0.019 0.16 9E-04 4E-04 0 0 0 0 0 0 0 0 0 0 0
Terrisporobacter_glycolicus_0.048 0.048 4.6E-19 2.3E-18 0.013 0.009 0.016 0.051 0.079 0.062 0.054 0.047 0.08 0.039 0.019 0 0 0 0 0 0.005 0.01 0.01 0.01 0.01 0.005

Supplementary Table 2. Non-parametric Kruskal Wallis rank sum test to identify significantly differentially abundant bacterial taxon in the 11 three-months age groups 
Taxa relative 

abundance
P value mean abundance value in the 11 three-months age groups median abundance value in the 11 three-months age groups



Prevotella_histicola_0.046 0.046 0.28 0.36 3E-04 0.02 0.035 0.045 0.042 0.061 0.051 0.033 0.079 0.078 0.027 0 0 0 0 0 0 0 0 0 0 0
Alistipes_shahii_0.043 0.043 1E-19 5E-19 0.017 0.018 0.028 0.03 0.016 0.044 0.062 0.074 0.063 0.059 0.066 0 0 0 0 0 0 0 0.01 0.01 0.01 0.01
Mitsuokella_multacida_0.043 0.043 0.0000075 0.000018 0.053 0.063 0.12 0.11 0.034 0.013 0.016 0.008 0.013 0.005 0.026 0 0 0 0 0 0 0 0 0 0 0
Haemophilus_sp.CCUG_0.042 0.042 0.0000028 0.000007 0.011 0.09 0.02 0.088 0.11 0.037 0.011 0.017 0.017 0.017 0.006 0 0 0 0 0 0 0 0 0 0 0
Clostridium_papyrosolvens_0.039 0.039 0 0 1E-03 0.008 0.014 0.034 0.025 0.045 0.056 0.055 0.053 0.07 0.061 0 0 0 0 0 0 0 0 0.01 0.01 0
Romboutsia_ilealis_0.039 0.039 4.5E-17 2E-16 0.007 0.011 0.012 0.098 0.034 0.058 0.041 0.038 0.036 0.037 0.016 0 0 0 0 0 0.01 0.01 0 0.01 0.01 0.01
Ruminococcus_flavefaciens_0.038 0.038 0 0 0.01 0.005 0.005 0.012 0.019 0.031 0.028 0.09 0.067 0.099 0.079 0 0 0 0 0 0 0 0.01 0.02 0.02 0.02
Neisseria_sp.260_0.038 0.038 0.000019 0.000044 0.012 0.11 0.025 0.068 0.033 0.032 0.04 0.027 0.023 0.017 0.011 0 0 0 0 0.01 0.01 0 0 0 0 0
Coprococcus_eutactus_0.037 0.037 0 0 1E-03 0.005 0.006 0.004 0.014 0.043 0.048 0.058 0.073 0.086 0.09 0 0 0 0 0 0 0 0 0.01 0.01 0.01
Barnesiella_intestinihominis_0.037 0.037 0.0052 0.0098 0.049 0.024 0.055 0.045 1E-03 0.047 0.034 0.051 0.044 0.028 0.031 0 0 0 0 0 0 0 0 0 0 0
Paraprevotella_clara_0.037 0.037 0.027 0.044 0.01 0.017 0.009 0.041 0.018 0.095 0.083 0.014 0.033 0.045 0.017 0 0 0 0 0 0 0 0 0 0 0
Ruminococcus_sp.YE78_0.036 0.036 1.3E-21 6.9E-21 0 0 5E-04 9E-04 0.002 0.077 0.067 0.073 0.051 0.072 0.037 0 0 0 0 0 0 0 0 0 0 0
Blautia_luti_0.034 0.034 0 0 0.004 0.004 0.007 0.018 0.037 0.056 0.044 0.06 0.034 0.036 0.089 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01
Porphyromonadaceae_bacteriumC941_0.034 0.034 0.000000081 0.00000023 0 0.014 0.002 0.005 0.01 0.029 0.011 0.063 0.11 0.078 0.06 0 0 0 0 0 0 0 0 0 0 0
Ruminococcus_obeum_0.033 0.033 0 0 0.008 0.015 0.014 0.027 0.026 0.046 0.049 0.039 0.051 0.047 0.03 0 0 0 0.01 0.01 0.01 0.01 0.01 0.02 0.02 0.01
Nosocomiicoccus_sp.NP2_0.033 0.033 0 0 2E-04 3E-04 0.004 0.075 0.016 0.02 0.081 0.033 0.029 0.037 0.03 0 0 0 0 0 0 0 0 0.01 0.01 0.01
Erysipelotrichaceae_bacterium21_0.033 0.033 0.00018 0.00039 0.021 0.007 0.018 0.034 0.023 0.036 0.04 0.041 0.039 0.062 0.05 0 0 0 0 0 0 0 0 0 0 0
Cupriavidus_necator_0.033 0.033 0.022 0.037 0.24 0.14 0.023 0.019 1E-03 0.006 0.058 0.005 0.001 0.002 2E-04 0 0 0 0 0 0 0 0 0 0 0
Bilophila_wadsworthia_0.033 0.033 0.022 0.037 0.09 0.073 0.046 0.034 0.02 0.019 0.016 0.033 0.026 0.025 0.031 0 0 0 0 0 0 0 0 0.01 0.01 0
Streptococcus_mitis_0.032 0.032 4.4E-20 2.2E-19 0.008 0.011 0.011 0.022 0.056 0.047 0.048 0.044 0.044 0.021 0.026 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 0.01
Alistipes_onderdonkii_0.032 0.032 0.94 0.94 0.008 0.013 0.03 0.014 0.015 0.041 0.091 0.011 0.08 0.017 0.005 0 0 0 0 0 0 0 0 0 0 0
Fusicatenibacter_saccharivorans_0.031 0.031 0 0 0.004 0.006 0.01 0.013 0.027 0.057 0.034 0.057 0.058 0.031 0.033 0 0 0 0 0.01 0.01 0.01 0.03 0.02 0.02 0.02
Ruminococcus_callidus_0.03 0.03 0 0 2E-04 0.008 0.009 0.017 0.017 0.024 0.043 0.048 0.056 0.062 0.039 0 0 0 0 0 0 0 0.01 0.02 0.02 0.01
Lactobacillales_bacteriumHY361_0.03 0.03 0 0 0.003 0.004 0.012 0.01 0.015 0.016 0.033 0.089 0.047 0.051 0.048 0 0 0 0 0 0 0.01 0.02 0.02 0.03 0.03
Lactobacillus_fermentum_0.03 0.03 0.00000016 0.00000044 0.002 0.06 0.12 0.017 0.072 0.01 0.008 0.002 0.006 6E-04 0 0 0 0 0 0 0 0 0 0 0 0
Treponema_zuelzerae_0.029 0.029 0.014 0.024 0.015 0.001 7E-05 0.013 0.088 0.008 0.065 0.006 0.018 0.08 0.013 0 0 0 0 0 0 0 0 0 0 0
Coprococcus_sp.HPP0074_0.029 0.029 0.087 0.13 0.04 0.02 0.016 0.033 0.017 0.038 0.029 0.043 0.041 0.031 0.019 0 0 0 0.01 0 0 0 0 0 0 0
Prevotella_melaninogenica_0.029 0.029 0.4 0.48 0 2E-04 0.022 0.043 0.098 0.011 0.023 0.006 0.03 0.035 0 0 0 0 0 0 0 0 0 0 0 0
Eubacterium_siraeum_0.028 0.028 0 0 0 3E-04 0.007 0.002 0.005 0.014 0.02 0.059 0.066 0.094 0.04 0 0 0 0 0 0 0 0 0 0 0
Romboutsia_lituseburensis_0.028 0.028 8.7E-15 3.4E-14 0.006 0.01 0.009 0.067 0.026 0.037 0.03 0.028 0.031 0.025 0.013 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01
Haemophilus_influenzae_0.028 0.028 8E-12 2.7E-11 0.055 0.097 0.027 0.047 0.028 0.033 0.009 0.009 0.009 0.005 0.006 0 0 0 0 0 0 0 0 0 0 0
Proteus_vulgaris_0.028 0.028 0.48 0.56 0 0.37 0 0 0 0 0 0 0.001 0 0 0 0 0 0 0 0 0 0 0 0 0
Providencia_vermicola_0.028 0.028 0.76 0.78 0 0 0 0 6E-05 0 0 0.25 0 8E-05 0 0 0 0 0 0 0 0 0 0 0 0
bacterium_ic1340_0.027 0.027 0 0 0 0.002 0.002 0.005 0.004 0.016 0.036 0.04 0.074 0.073 0.054 0 0 0 0 0 0 0 0 0 0.01 0
Coprococcus_comes_0.027 0.027 0 0 0.002 0.005 0.01 0.015 0.031 0.034 0.027 0.039 0.041 0.036 0.078 0 0 0 0 0.01 0.01 0.01 0.02 0.02 0.02 0.03
Senegalimassilia_anaerobia_0.027 0.027 0.014 0.024 0.036 0.027 0.037 0.029 0.021 0.021 0.015 0.05 0.025 0.022 0.032 0.01 0.01 0.02 0.01 0.01 0.01 0.01 0.01 0.01 0.01 0.02
Rothia_mucilaginosa_0.026 0.026 0.00000022 0.00000059 0.056 0.07 0.035 0.033 0.03 0.019 0.019 0.013 0.011 0.013 0.01 0.01 0.01 0.01 0.01 0.01 0.01 0.01 0.01 0 0.01 0.01
Butyricimonas_virosa_0.026 0.026 0.0028 0.0054 0.06 0.074 0.016 0.01 0.033 0.012 0.014 0.017 0.047 0.018 0.012 0 0 0 0 0 0 0 0 0 0 0
Coprococcus_catus_0.025 0.025 0 0 0.004 0.008 0.007 0.02 0.025 0.033 0.035 0.041 0.036 0.032 0.027 0 0 0 0 0 0.01 0.01 0.02 0.02 0.02 0.02
Prevotella_sp.BP1145_0.025 0.025 0.29 0.37 0 0.001 0.005 0.025 0.007 0.028 0.06 0.038 0.016 0.051 0.038 0 0 0 0 0 0 0 0 0 0 0
Oscillibacter_valericigenes_0.024 0.024 0 0 1E-03 0.004 0.012 0.016 0.015 0.031 0.026 0.036 0.041 0.044 0.039 0 0 0 0 0 0 0.01 0.02 0.03 0.03 0.02
Ruminococcus_sp.15975_0.022 0.022 0 0 0 0.005 0.016 0.02 0.013 0.018 0.008 0.034 0.041 0.046 0.038 0 0 0 0 0 0 0 0 0 0 0
Pseudobutyrivibrio_xylanivorans_0.022 0.022 0 0 0 0.008 0.004 0.011 0.019 0.022 0.037 0.042 0.03 0.037 0.028 0 0 0 0 0 0 0 0 0 0 0
Eisenbergiella_tayi_0.021 0.021 0 0 0 0.011 0.003 0.011 0.019 0.023 0.021 0.032 0.038 0.035 0.054 0 0 0 0 0 0 0 0.01 0.01 0.01 0.01
Plesiomonas_shigelloides_0.021 0.021 0.02 0.034 2E-04 0 4E-04 0 0.13 0.031 0.004 0 0.025 8E-05 0 0 0 0 0 0 0 0 0 0 0 0
Providencia_alcalifaciens_0.021 0.021 0.18 0.24 0.025 0.043 0.01 0.027 0.024 0.071 0 0.01 0.001 0.006 0 0 0 0 0 0 0 0 0 0 0 0
Streptococcus_lactarius_0.02 0.02 0 0 0.08 0.07 0.047 0.032 0.019 0.005 0.001 0.001 4E-04 8E-04 0 0.02 0.02 0.01 0 0 0 0 0 0 0 0
Alloprevotella_rava_0.02 0.02 0.000000026 0.000000075 0.012 0.01 0.003 0.005 0.014 0.018 0.027 0.024 0.033 0.046 0.031 0 0 0 0 0 0 0 0 0 0 0
Brachyspira_aalborgi_0.02 0.02 0.000000045 0.00000013 0 0.003 7E-05 0.002 0.01 0.009 0.009 0.028 0.05 0.073 0.059 0 0 0 0 0 0 0 0 0 0 0
Alistipes_putredinis_0.02 0.02 0.000028 0.000063 0.003 0.011 0.037 0.028 0.016 0.008 0.005 0.019 0.048 0.025 0.012 0 0 0 0 0 0 0 0 0 0 0
Phascolarctobacterium_faecium_0.02 0.02 0.046 0.073 0.02 0.004 0.003 0.003 0.025 0.049 0.046 0.044 2E-04 0.011 0.003 0 0 0 0 0 0 0 0 0 0 0
Erythrobacter_aquimaris_0.019 0.019 0 0 0 0.003 0.003 0.005 0.015 0.011 0.01 0.053 0.033 0.04 0.06 0 0 0 0 0 0 0 0 0 0 0
Ruminococcus_sp.CE2_0.018 0.018 0.0017 0.0033 0.039 0.013 0.034 0.031 0.021 0.014 0.014 0.012 0.008 0.007 0.003 0 0 0 0 0 0 0 0 0 0 0
Clostridium_piliforme_0.018 0.018 0.2 0.26 1E-03 0.005 0.065 0.071 0.008 0.004 0.003 5E-04 0.004 0.002 8E-04 0 0 0 0 0 0 0 0 0 0 0
Clostridiales_bacterium775d_0.017 0.017 4.7E-19 2.3E-18 0 1E-04 9E-04 0.001 0.01 0.04 0.011 0.049 0.022 0.024 0.018 0 0 0 0 0 0 0 0 0 0 0
Clostridiales_bacterium304c_0.017 0.017 1.7E-14 6.5E-14 0.01 0.008 0.011 0.022 0.028 0.023 0.017 0.017 0.018 0.014 0.012 0 0 0 0 0 0 0.01 0 0 0 0
Clostridiales_bacteriumRM3_0.017 0.017 0 0 0 2E-04 7E-04 5E-04 9E-04 0.01 0.008 0.047 0.057 0.04 0.021 0 0 0 0 0 0 0 0 0 0 0
Acetivibrio_ethanolgignens_0.017 0.017 0 0 0 0.003 0.003 9E-04 0.005 0.031 0.017 0.031 0.025 0.048 0.025 0 0 0 0 0 0 0 0 0 0 0
Proteus_mirabilis_0.017 0.017 0.000026 0.000059 0.042 0.072 5E-04 0.03 0.006 0.005 0.001 0.031 0.003 0.004 0 0 0 0 0 0 0 0 0 0 0 0
Streptococcus_parasanguinis_0.017 0.017 0.024 0.04 0.012 0.013 0.011 0.008 0.024 0.058 0.015 0.015 0.011 0.015 0.007 0 0 0 0 0 0 0 0 0 0 0
Comamonas_kerstersii_0.017 0.017 0.14 0.19 0 0.009 7E-04 0.062 0.018 0.025 7E-05 0.009 0.004 0.03 4E-04 0 0 0 0 0 0 0 0 0 0 0
bacterium_YE62_0.016 0.016 0 0 0.002 0.002 0.002 0.008 0.02 0.009 0.011 0.039 0.029 0.025 0.028 0 0 0 0 0 0 0 0 0 0 0
bacterium_ic1296_0.016 0.016 0 0 5E-04 0.002 0.005 0.01 0.018 0.032 0.014 0.024 0.019 0.021 0.024 0 0 0 0 0 0 0 0.01 0.01 0.01 0.01
Butyrivibrio_fibrisolvens_0.016 0.016 0 0 0 1E-03 0.004 0.003 0.005 0.02 0.01 0.043 0.024 0.028 0.058 0 0 0 0 0 0 0 0 0 0 0
Ruminococcus_albus_0.016 0.016 9.1E-17 3.9E-16 0 1E-04 7E-05 6E-05 0.003 0.023 0.005 0.049 0.03 0.039 0.031 0 0 0 0 0 0 0 0 0 0 0
Lactococcus_lactis_0.016 0.016 0.0017 0.0033 0.007 0.001 0.008 0.006 0.011 0.029 0.024 0.035 0.018 0.024 0.007 0 0 0 0 0 0 0 0 0 0 0
Lactobacillus_delbrueckii_0.016 0.016 0.37 0.45 8E-04 0.009 0.034 0.071 0.008 0.008 0.002 0.002 0.008 0.004 6E-04 0 0 0 0 0 0 0 0 0 0 0
Clostridium_clostridioforme_0.015 0.015 1.6E-13 5.9E-13 0.024 0.015 0.05 0.006 0.015 0.026 0.004 0.002 0.009 0.009 8E-04 0 0 0 0 0 0 0 0 0 0 0
Helicobacter_canadensis_0.015 0.015 0.00065 0.0013 0.004 0.17 0.007 0.007 0.004 0.001 0.001 6E-04 0 0 0.003 0 0 0 0 0 0 0 0 0 0 0
Cronobacter_turicensis_0.015 0.015 0.00087 0.0018 8E-04 0.011 0.001 0.005 0.024 0.009 0.09 0.002 0.004 6E-04 0.002 0 0 0 0 0 0 0 0 0 0 0
Clostridium_perfringens_0.015 0.015 0.15 0.21 0.012 0.009 0.01 0.01 0.005 0.012 0.012 0.004 0.078 0.005 0.003 0 0 0 0 0 0 0 0 0 0 0
Enterococcus_avium_0.014 0.014 0 0 0.069 0.052 0.018 0.01 0.002 0.007 0.004 0.022 4E-04 0.002 0 0 0 0 0 0 0 0 0 0 0 0
Clostridium_xylanolyticum_0.014 0.014 0 0 2E-04 0.002 0.001 0.009 0.005 0.018 0.028 0.03 0.018 0.021 0.022 0 0 0 0 0 0 0 0 0.01 0 0
Veillonella_sp.oral.taxon.780_0.014 0.014 4.5E-09 0.000000014 0.031 0.015 0.03 0.027 0.013 0.022 0.005 0.003 0.002 0.004 0.003 0 0 0 0 0 0 0 0 0 0 0
Haemophilus_paraphrohaemolyticus_0.014 0.014 0.0016 0.0032 7E-04 0.035 0.013 0.031 0.019 0.021 0.008 0.004 0.004 0.004 0.002 0 0 0 0 0 0 0 0 0 0 0
Clostridium_paraputrificum_0.014 0.014 0.024 0.04 0.061 0.014 0.002 0.019 0.011 0.013 0.012 0.01 0.021 0.004 0.003 0 0 0 0 0 0 0 0 0 0 0
Akkermansia_muciniphila_0.014 0.014 0.36 0.44 0.013 0.013 0.048 0.024 0.016 0.008 0.008 0.003 0.006 0.006 0.004 0 0 0 0 0 0 0 0 0 0 0
Prevotella_paludivivens_0.014 0.014 0.7 0.72 0 0 7E-05 0.11 0.001 0 2E-04 6E-05 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Mitsuokella_sp.DJF_0.013 0.013 0.00011 0.00024 0.094 0.002 0.027 0.029 0.007 0.008 0.002 2E-04 1E-04 8E-05 0.002 0 0 0 0 0 0 0 0 0 0 0
Subdoligranulum_variabile_0.012 0.012 0 0 0.019 0.002 0.003 0.002 0.006 0.011 0.008 0.016 0.035 0.02 0.026 0 0 0 0 0 0 0 0 0 0 0
Clostridium_algidixylanolyticum_0.012 0.012 0 0 1E-03 0.001 0.004 0.008 0.015 0.019 0.017 0.018 0.014 0.013 0.019 0 0 0 0 0 0 0 0.01 0.01 0.01 0
Candidatus_Stoquefichus_0.012 0.012 0 0 3E-04 1E-03 0.002 0.003 0.005 0.016 0.012 0.024 0.025 0.026 0.023 0 0 0 0 0 0 0 0 0 0 0
Cellulosilyticum_ruminicola_0.012 0.012 1.5E-21 7.8E-21 0.002 0.006 0.008 0.012 0.011 0.019 0.013 0.019 0.015 0.018 0.018 0 0 0 0.01 0 0.01 0.01 0.01 0.01 0.01 0.01
Streptococcus_australis_0.012 0.012 2.1E-15 8.5E-15 0.015 0.035 0.009 0.004 0.003 0.002 0.008 0.008 0.047 7E-04 0 0 0 0 0 0 0 0 0 0 0 0
Oxalobacter_formigenes_0.011 0.011 0 0 3E-04 0.002 0.003 0.007 0.007 0.012 0.01 0.021 0.019 0.027 0.025 0 0 0 0 0 0 0 0.01 0.01 0.01 0
Eubacterium_ramulus_0.011 0.011 2E-14 7.6E-14 0.001 9E-04 0.003 0.005 0.04 0.013 0.006 0.013 0.013 0.013 0.008 0 0 0 0 0 0 0 0 0 0 0
Clostridiales_bacteriumJN18_0.011 0.011 0.0000056 0.000014 0 0.006 4E-04 0.001 0.003 0.012 0.03 0.026 0.019 0.008 0.006 0 0 0 0 0 0 0 0 0 0 0
Oscillibacter_sp.KLE_0.011 0.011 0.0038 0.0072 0.002 0.006 0.005 0.014 0.004 0.015 0.013 0.011 0.016 0.02 0.021 0 0 0 0 0 0 0 0 0 0 0
Anaerosporobacter_sp.Gal1_0.011 0.011 0.0092 0.016 0 0 0 0 0 0.032 0.005 0.006 0.042 0.002 0.05 0 0 0 0 0 0 0 0 0 0 0
Brachyspira_sp.AN36172_0.011 0.011 0.052 0.08 0 0.02 0.002 0.023 0.001 0.03 0.016 0.003 0.004 0.011 0.003 0 0 0 0 0 0 0 0 0 0 0
Alistipes_indistinctus_0.011 0.011 0.053 0.082 0.032 0.013 0.013 0.015 0.007 0.009 0.013 0.01 0.007 0.012 0.004 0 0 0 0 0 0 0 0 0 0 0
Enterococcus_durans_0.011 0.011 0.32 0.4 0.002 0.006 0.004 0.006 0.008 0.055 0.011 0.005 0.01 0.007 0.004 0 0 0 0 0 0 0 0 0 0 0
Lactobacillus_agilis_0.011 0.011 0.44 0.52 0 2E-04 0.038 0.029 0.011 0.007 0.002 0.012 4E-04 0.001 0 0 0 0 0 0 0 0 0 0 0 0
Eubacterium_ventriosum_0.01 0.01 0 0 0 0.002 0.001 0.004 0.007 0.01 0.017 0.015 0.021 0.019 0.015 0 0 0 0 0 0 0 0.01 0.01 0.01 0.01
Clostridium_hveragerdense_0.01 0.01 0 0 7E-04 0.002 0.002 0.005 0.005 0.007 0.012 0.02 0.031 0.015 0.018 0 0 0 0 0 0 0 0 0.01 0 0.01
Megamonas_hypermegale_0.01 0.01 0.000000014 0.000000041 0.014 0.004 0.078 0.007 0.002 0 7E-05 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Clostridium_butyricum_0.01 0.01 0.0000021 0.0000054 0 0.015 7E-05 0.002 0.015 0.009 0.014 0.005 0.028 0.012 0.012 0 0 0 0 0 0 0 0 0 0 0
Treponema_succinifaciens_0.01 0.01 0.00053 0.0011 0 0.024 0 0 0 1E-04 0.007 0.008 0.038 0.037 0 0 0 0 0 0 0 0 0 0 0 0
Fusobacterium_necrogenes_0.01 0.01 0.15 0.21 0 0 0 0 0.011 7E-05 0.021 0.027 0 0.041 0.002 0 0 0 0 0 0 0 0 0 0 0
Butyricimonas_sp.GD2_0.01 0.01 0.53 0.6 0.033 0.036 0.005 0.003 0.019 0.006 0.004 0.007 0.005 0.005 0.002 0 0 0 0 0 0 0 0 0 0 0
bacterium_PS7_0.009 0.009 0.3 0.38 0.01 0 0 0.013 3E-04 0.045 0.018 0.004 0.001 2E-04 0 0 0 0 0 0 0 0 0 0 0 0
Clostridium_tetani_0.009 0.009 1.4E-21 7.3E-21 0 0.003 0.001 0.004 0.012 0.008 0.007 0.01 0.013 0.032 0.02 0 0 0 0 0 0 0 0 0 0 0
Abiotrophia_paraadiacens_0.009 0.009 6.7E-11 2.2E-10 0.002 0.006 0.004 0.01 0.008 0.02 0.015 0.01 0.01 0.01 0.007 0 0 0 0 0 0.01 0 0 0 0.01 0
Terrisporobacter_mayombei_0.009 0.009 7.6E-10 2.4E-09 0.004 0.002 0.005 0.02 0.006 0.01 0.019 0.006 0.014 0.01 0.004 0 0 0 0 0 0 0 0 0 0 0
Aggregatibacter_segnis_0.009 0.009 0.00000016 0.00000044 5E-04 0.002 0.012 0.009 0.017 0.018 0.009 0.01 0.007 0.004 0.003 0 0 0 0 0 0 0 0 0 0 0
Fusobacterium_varium_0.009 0.009 0.00000017 0.00000047 0.025 0.011 0.022 0.002 0.024 0.013 0.005 6E-04 1E-04 4E-04 0 0 0 0 0 0 0 0 0 0 0 0
Weissella_cibaria_0.009 0.009 0.14 0.19 5E-04 0.003 0.005 0.012 0.01 0.018 0.013 0.008 0.008 0.006 0.011 0 0 0 0 0 0 0 0 0 0 0
Prevotella_dentasini_0.009 0.009 0.14 0.19 0 0 0.006 0 0.004 0.008 0.013 0.035 0.021 0.002 0 0 0 0 0 0 0 0 0 0 0 0
Christensenella_minuta_0.008 0.008 2.3E-18 1.1E-17 0 0.003 0.002 0.002 0.003 0.004 0.007 0.016 0.02 0.016 0.026 0 0 0 0 0 0 0 0 0 0 0
Paenibacillus_xinjiangensis_0.008 0.008 3.4E-13 1.2E-12 0 6E-04 7E-04 0.003 0.006 0.013 0.013 0.01 0.015 0.017 0.009 0 0 0 0 0 0 0 0 0 0 0
bacterium_YE61_0.008 0.008 0.000017 0.00004 0.001 0.009 0.006 0.004 0.007 0.008 0.009 0.01 0.014 0.006 0.008 0 0 0 0 0 0 0 0 0 0 0
Haemophilus_haemolyticus_0.008 0.008 0.000064 0.00014 0.001 0.042 0.005 0.027 0.004 0.004 0.003 4E-04 0.002 6E-04 0 0 0 0 0 0 0 0 0 0 0 0
Acinetobacter_baumannii_0.008 0.008 0.0005 0.001 0.004 0.01 0.025 0.022 0.007 0.006 0.006 0.001 0.002 0.003 0.003 0 0 0 0 0 0 0 0 0 0 0
Bacteroidia_bacteriumcanine_0.008 0.008 0.15 0.21 0 0 0.01 9E-04 6E-05 0.003 0.002 0.031 0.021 0.002 0.007 0 0 0 0 0 0 0 0 0 0 0
Helicobacter_pullorum_0.008 0.008 0.26 0.34 0.003 0.017 0.023 0.002 0.002 0.005 0.002 0.02 0.004 0.002 0.002 0 0 0 0 0 0 0 0 0 0 0
Enterococcus_faecalis_0.008 0.008 0.43 0.51 0.002 0.005 0.002 0.001 0.001 0.008 0.006 0.037 0.005 0.01 0.012 0 0 0 0 0 0 0 0 0 0 0
Corynebacterium_variabile_0.008 0.008 0.64 0.68 0 1E-04 7E-05 0 0 0 0 0.069 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Subdoligranulum_sp.4.3.54A2FAA_0.008 0.008 0.83 0.85 0.018 0.014 0.007 0.006 0.003 0.003 0.012 0.01 0.018 0.004 0.004 0 0 0 0 0 0 0 0 0 0 0
Parasutterella_excrementihominis_0.008 0.008 0.94 0.94 0.009 0.017 0.001 0.002 0.024 0.004 0.019 0.002 0.003 0.004 8E-04 0 0 0 0 0 0 0 0 0 0 0
Olsenella_umbonata_0.007 0.007 0 0 0.074 0.027 0.013 1E-04 6E-05 0 0 6E-05 0 0 0 0 0 0 0 0 0 0 0 0 0 0
bacterium_MS4_0.007 0.007 8.6E-09 0.000000026 0 0 0 3E-04 0.002 0.006 0.013 0.014 0.017 0.007 0.019 0 0 0 0 0 0 0 0 0 0 0
Acidaminococcus_fermentans_0.007 0.007 0.000015 0.000035 5E-04 0.007 0.028 0.019 0.003 0.005 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Alistipes_senegalensis_0.007 0.007 0.000039 0.000088 5E-04 0.002 0.002 0.002 0.002 0.003 0.037 0.006 0.008 0.006 0.012 0 0 0 0 0 0 0 0 0 0 0
Parabacteroides_goldsteinii_0.007 0.007 0.00015 0.00032 5E-04 0.004 0.001 0.002 9E-04 0.01 0.008 0.027 0.006 0.006 0.001 0 0 0 0 0 0 0 0 0 0 0
Alistipes_sp.627_0.007 0.007 0.007 0.013 0.04 0.065 0.002 0.002 6E-04 0.002 5E-04 0.001 0 0 0 0 0 0 0 0 0 0 0 0 0 0



Leuconostoc_garlicum_0.007 0.007 0.009 0.016 0.005 0.004 0.003 0.005 0.008 0.014 0.01 0.018 0.002 0.002 0.003 0 0 0 0 0 0 0 0 0 0 0
Candidatus_Arthromitus_0.007 0.007 0.0091 0.016 0.004 0.015 0.017 0.006 0.006 0.01 0.007 0.005 0.005 0.002 0.003 0 0 0 0 0 0 0 0 0 0 0
Clostridium_botulinum_0.007 0.007 0.05 0.079 0 0 0 0 0 0.018 0 0.046 0 0 2E-04 0 0 0 0 0 0 0 0 0 0 0
Victivallis_vadensis_0.007 0.007 0.11 0.16 0.04 0.005 0.009 0.011 0.001 4E-04 0.005 0.012 0.003 7E-04 0.002 0 0 0 0 0 0 0 0 0 0 0
Campylobacter_sp.MIT_0.007 0.007 0.2 0.26 0.063 0.033 0.001 0 0 0.016 0 0.002 0.001 0 6E-04 0 0 0 0 0 0 0 0 0 0 0
Cetobacterium_sp.ZWU0022_0.007 0.007 0.31 0.39 0.01 0 0.013 0.007 0.03 0.002 6E-04 4E-04 0.002 0 0 0 0 0 0 0 0 0 0 0 0 0
Ureaplasma_parvum_0.007 0.007 0.32 0.4 0 0 7E-05 2E-04 0.001 0 0.002 0.046 0.014 0 4E-04 0 0 0 0 0 0 0 0 0 0 0
Helicobacter_cinaedi_0.007 0.007 0.34 0.42 0.012 1E-04 0.004 0.019 0.004 0.016 0.007 6E-04 0.008 0.003 0.002 0 0 0 0 0 0 0 0 0 0 0
Enterococcus_faecium_0.006 0.006 2.4E-15 9.6E-15 0.032 0.015 0.003 0.024 0.002 2E-04 7E-05 6E-05 0 0.001 0 0 0 0 0 0 0 0 0 0 0 0
Blautia_stercoris_0.006 0.006 1.3E-13 4.8E-13 0 1E-04 3E-04 7E-04 0.011 0.006 0.002 0.009 0.007 0.013 0.014 0 0 0 0 0 0 0 0 0 0 0
Actibacterium_mucosum_0.006 0.006 3.9E-10 1.2E-09 3E-04 0 0 0.001 0.005 0.007 0.003 0.019 0.011 0.011 0.002 0 0 0 0 0 0 0 0 0 0 0
Clostridiales_bacteriumcanine_0.006 0.006 2.8E-09 8.6E-09 0.001 0.004 0.004 0.004 0.003 0.007 0.006 0.008 0.013 0.01 0.005 0 0 0 0 0 0 0 0 0 0 0
Collinsella_sp.MS5_0.006 0.006 0.000000011 0.000000033 0.011 0.008 0.01 0.013 0.006 0.004 0.004 0.006 0.003 0.003 0.001 0 0 0 0 0 0 0 0 0 0 0
Lactobacillus_oris_0.006 0.006 0.000000013 0.000000038 0.002 0.04 0.02 0.006 0.002 7E-05 0 0.002 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Haemophilus_sputorum_0.006 0.006 0.00032 0.00067 3E-04 4E-04 0.003 0.022 0.007 0.01 0.004 0.006 0.002 0.004 0.002 0 0 0 0 0 0 0 0 0 0 0
Anaerostipes_hadrus_0.006 0.006 0.068 0.1 0.003 0.004 0.013 0.012 0.004 0.006 0.004 0.004 0.003 0.001 0.004 0 0 0 0 0 0 0 0 0 0 0
Streptococcus_oralis_0.006 0.006 0.18 0.24 0.008 0.009 0.005 0.005 0.006 0.011 0.006 0.006 0.004 0.004 0.002 0 0 0 0 0 0 0 0 0 0 0
Clostridium_propionicum_0.005 0.005 0 0 2E-04 1E-03 0.001 0.003 0.006 0.005 0.005 0.009 0.01 0.008 0.006 0 0 0 0 0 0 0 0 0 0 0
Atopobium_parvulum_0.005 0.005 0 0 0.031 0.013 0.011 0.008 0.004 0.003 0.002 0.003 0.002 0.002 1E-03 0.01 0 0 0 0 0 0 0 0 0 0
Anaerovorax_sp.canine_0.005 0.005 6.9E-14 2.6E-13 5E-04 2E-04 0.002 0.006 0.003 0.007 0.005 0.009 0.008 0.006 0.005 0 0 0 0 0 0 0 0 0 0 0
Lactobacillus_vaginalis_0.005 0.005 3.4E-12 1.1E-11 0.018 0.004 0.028 0.005 0.003 0 0 0.002 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Clostridiales_bacterium1.7.47FAA_0.005 0.005 0.00000054 0.0000014 0.023 0.007 0.003 0.002 0.004 0.005 0.003 0.016 3E-04 2E-04 8E-04 0 0 0 0 0 0 0 0 0 0 0
Oribacterium_sp.4F76CC_0.005 0.005 0.00000084 0.0000022 7E-04 0.001 0 3E-04 0.002 0.005 0.018 1E-03 0.006 0.017 0.006 0 0 0 0 0 0 0 0 0 0 0
Megasphaera_cerevisiae_0.005 0.005 0.0000014 0.0000036 0.02 0.011 0.014 0.011 0.002 4E-04 0 4E-04 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Succinatimonas_hippei_0.005 0.005 0.0000042 0.00001 0.076 0.003 0.012 0.002 4E-04 0.002 6E-04 6E-04 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Fusobacterium_nucleatum_0.005 0.005 0.001 0.002 0.013 0.006 0.007 0.009 0.012 0.004 0.003 0.001 0.001 0.002 4E-04 0 0 0 0 0 0 0 0 0 0 0
Veillonella_sp.HPA0037_0.005 0.005 0.0072 0.013 3E-04 0.018 0.002 0.002 0.006 0.015 0.002 0.004 0.003 2E-04 0.002 0 0 0 0 0 0 0 0 0 0 0
Clostridium_cellobioparum_0.005 0.005 0.014 0.024 0.047 0.025 0.007 7E-04 6E-04 0.003 4E-04 5E-04 0.003 2E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0
Fusobacterium_periodonticum_0.005 0.005 0.045 0.071 0.002 0.005 0.005 0.003 0.006 0.02 0.005 0.004 0.004 0.004 0.001 0 0 0 0 0 0 0 0 0 0 0
Coprobacter_fastidiosus_0.005 0.005 0.052 0.08 0.012 8E-04 0.002 0.015 0 0.009 0.012 2E-04 0.002 8E-05 0.005 0 0 0 0 0 0 0 0 0 0 0
Solibacillus_silvestris_0.005 0.005 0.06 0.092 0 0 0 6E-05 0 0 0 0.051 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Eubacterium_desmolans_0.005 0.005 0.081 0.12 0.003 0.003 0.005 0.009 0.002 0.006 0.005 0.007 0.006 0.008 0.004 0 0 0 0 0 0 0 0 0 0 0
Cronobacter_sakazakii_0.005 0.005 0.11 0.16 0.001 0.007 0.001 0.002 0.002 0.011 0.004 0.002 0.007 0.015 1E-03 0 0 0 0 0 0 0 0 0 0 0
Aeromonas_hydrophila_0.005 0.005 0.11 0.16 2E-04 2E-04 1E-04 0.01 3E-04 0.013 7E-04 5E-04 0.022 6E-04 0 0 0 0 0 0 0 0 0 0 0 0
Tyzzerella_nexilis_0.005 0.005 0.46 0.54 3E-04 3E-04 0.006 0.001 0.034 0.004 0.003 1E-04 2E-04 0 2E-04 0 0 0 0 0 0 0 0 0 0 0
Coprobacter_sp.177_0.005 0.005 0.5 0.58 0.012 0.006 0.003 6E-04 0.012 0.008 0.005 0.002 0.001 0.001 0.003 0 0 0 0 0 0 0 0 0 0 0
Veillonella_sp.MYP9_0.005 0.005 0.69 0.71 0 0 3E-04 0 8E-04 7E-05 0.05 0 0 3E-04 0 0 0 0 0 0 0 0 0 0 0 0
Enterococcus_gallinarum_0.004 0.004 5.3E-18 2.4E-17 0.013 0.019 0.001 0.007 0.001 0.005 0.005 6E-04 3E-04 0.003 4E-04 0 0 0 0 0 0 0 0 0 0 0
Eubacterium_xylanophilum_0.004 0.004 2.2E-17 9.8E-17 0 0 1E-04 0.001 3E-04 0.003 0.004 0.015 0.007 0.004 0.006 0 0 0 0 0 0 0 0 0 0 0
Actinomyces_lingnae_0.004 0.004 2.1E-13 7.6E-13 0.013 0.01 0.005 0.005 0.004 0.004 0.003 0.002 0.002 0.001 8E-04 0 0 0 0 0 0 0 0 0 0 0
Streptococcus_sanguinis_0.004 0.004 0.000000036 0.0000001 0.002 0.017 0.009 0.009 0.003 0.003 0.002 0.002 0.002 0.002 0.001 0 0 0 0 0 0 0 0 0 0 0
Actinomyces_odontolyticus_0.004 0.004 0.00000011 0.00000031 0.02 0.01 0.004 0.004 0.005 0.007 0.004 0.004 0.002 0.002 0.002 0 0 0 0 0 0 0 0 0 0 0
Dialister_invisus_0.004 0.004 0.00026 0.00055 0 0 7E-05 0 0 0.006 0.004 0.029 3E-04 0 0 0 0 0 0 0 0 0 0 0 0 0
Slackia_isoflavoniconvertens_0.004 0.004 0.0011 0.0022 0.002 0.001 0.002 0.003 0.003 0.003 0.003 0.012 0.004 0.006 0.005 0 0 0 0 0 0 0 0 0 0 0
Clostridium_lentocellum_0.004 0.004 0.0036 0.0068 0 0 0 0.005 5E-04 0.007 0.005 0.003 0.013 9E-04 8E-04 0 0 0 0 0 0 0 0 0 0 0
Streptococcus_iniae_0.004 0.004 0.011 0.019 2E-04 0.052 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Anaerobiospirillum_thomasii_0.004 0.004 0.026 0.042 3E-04 0.011 0.002 0.012 0.006 5E-04 4E-04 0.002 0.001 0.001 0.002 0 0 0 0 0 0 0 0 0 0 0
Campylobacter_concisus_0.004 0.004 0.03 0.048 0.002 0.005 0.004 0.007 0.007 0.007 0.003 0.006 0.003 0.004 0.003 0 0 0 0 0 0 0 0 0 0 0
Dysgonomonas_capnocytophagoides_0.004 0.004 0.15 0.21 0.01 0 0 0 0 0 0.032 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Prevotella_intermedia_0.004 0.004 0.21 0.28 0 0 0.004 0.006 0.001 9E-04 0.004 0.013 0.003 7E-04 4E-04 0 0 0 0 0 0 0 0 0 0 0
Lactobacillus_plantarum_0.004 0.004 0.23 0.3 5E-04 3E-04 1E-04 0.003 0 8E-04 7E-04 0.031 7E-05 0.001 4E-04 0 0 0 0 0 0 0 0 0 0 0
Pseudacidovorax_intermedius_0.004 0.004 0.27 0.35 0 0 0 2E-04 3E-04 0.006 0.002 0.011 0.007 0.013 0 0 0 0 0 0 0 0 0 0 0 0
Lactobacillus_brevis_0.004 0.004 0.29 0.37 0 0 0 0.005 0 0 7E-05 0.034 0 9E-04 0 0 0 0 0 0 0 0 0 0 0 0
Anaerotruncus_colihominis_0.004 0.004 0.39 0.47 0.006 0.011 0.009 0.003 0.003 0.004 0.003 0.003 0.003 0.003 0.001 0 0 0 0 0 0 0 0 0 0 0
Acinetobacter_soli_0.004 0.004 0.72 0.74 8E-04 2E-04 1E-04 0.024 0.001 3E-04 7E-05 1E-04 2E-04 0.004 0 0 0 0 0 0 0 0 0 0 0 0
Porphyromonas_uenonis_0.004 0.004 0.95 0.95 0.002 0.002 8E-04 0.002 0.003 0.008 0.02 6E-04 0.002 0.002 1E-03 0 0 0 0 0 0 0 0 0 0 0
Clostridium_glycyrrhizinilyticum_0.003 0.003 5.4E-19 2.6E-18 0 9E-04 7E-05 0.001 0.003 0.004 0.005 0.005 0.005 0.005 0.005 0 0 0 0 0 0 0 0 0 0 0
Clostridium_tyrobutyricum_0.003 0.003 6.2E-19 3E-18 0 9E-04 4E-04 0.001 0.002 0.002 0.005 0.006 0.006 0.007 0.007 0 0 0 0 0 0 0 0 0 0 0
Peptostreptococcus_anaerobius_0.003 0.003 0.00000019 0.00000052 0.017 0.011 0.004 0.002 0.005 9E-04 7E-05 1E-04 3E-04 0 4E-04 0 0 0 0 0 0 0 0 0 0 0
Lactobacillus_crispatus_0.003 0.003 0.000019 0.000044 2E-04 0.007 0.009 0.007 0.008 2E-04 2E-04 0.005 7E-05 0 0 0 0 0 0 0 0 0 0 0 0 0
Bacteroidales_bacteriumph8_0.003 0.003 0.000023 0.000052 2E-04 0.002 0.002 6E-04 0.002 0.004 0.001 0.006 0.004 0.006 0.011 0 0 0 0 0 0 0 0 0 0 0
Oscillibacter_ruminantium_0.003 0.003 0.00012 0.00026 2E-04 7E-04 0.004 0.003 0.005 0.004 0.004 0.004 0.004 0.004 0.004 0 0 0 0 0 0 0 0 0 0 0
Eubacterium_rangiferina_0.003 0.003 0.0061 0.011 0 7E-04 1E-04 2E-04 0.003 0.004 0.003 0.009 0.003 0.003 6E-04 0 0 0 0 0 0 0 0 0 0 0
Streptococcus_mutans_0.003 0.003 0.009 0.016 2E-04 9E-04 0.006 0.008 0.003 0.003 0.002 0.004 0.004 0.002 1E-03 0 0 0 0 0 0 0 0 0 0 0
Solobacterium_moorei_0.003 0.003 0.014 0.024 0.002 0.004 0.003 6E-04 0.003 0.003 0.002 0.002 0.005 0.006 0.003 0 0 0 0 0 0 0 0 0 0 0
Acinetobacter_calcoaceticus_0.003 0.003 0.016 0.027 0.003 0.007 0.001 0.01 0.006 0.001 7E-04 2E-04 3E-04 3E-04 0 0 0 0 0 0 0 0 0 0 0 0
Butyricimonas_faecihominis_0.003 0.003 0.017 0.029 0.012 0.01 0.001 0.002 0.003 9E-04 0.002 0.003 0.005 0.002 0.001 0 0 0 0 0 0 0 0 0 0 0
Clostridium_bifermentans_0.003 0.003 0.025 0.041 0.012 0.004 0.001 1E-03 0.006 0.009 1E-03 0.002 9E-04 2E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0
Clostridium_saccharolyticum_0.003 0.003 0.026 0.042 0.006 0.011 0.012 3E-04 3E-04 0 0 0 0.004 0 0 0 0 0 0 0 0 0 0 0 0 0
Alloprevotella_tannerae_0.003 0.003 0.032 0.051 3E-04 4E-04 0.005 0.002 0.004 0.002 0.009 0.002 1E-04 0.002 6E-04 0 0 0 0 0 0 0 0 0 0 0
Campylobacter_coli_0.003 0.003 0.052 0.08 0 0.004 0 4E-04 0 0 0 0 0.002 0.028 0 0 0 0 0 0 0 0 0 0 0 0
Lautropia_mirabilis_0.003 0.003 0.057 0.087 0.001 0.003 0.002 0.004 0.004 0.004 0.002 0.004 0.003 0.004 0.002 0 0 0 0 0 0 0 0 0 0 0
Sutterella_parvirubra_0.003 0.003 0.13 0.18 0 0 0 0 2E-04 4E-04 0.021 0.008 2E-04 0 0.008 0 0 0 0 0 0 0 0 0 0 0
Raoultella_planticola_0.003 0.003 0.16 0.22 5E-04 0 0 6E-05 0 0 0 0.016 0 0.018 0 0 0 0 0 0 0 0 0 0 0 0
Prevotella_salivae_0.003 0.003 0.19 0.25 0 0.004 0.003 0.004 6E-04 0.002 0.006 0.003 0.002 0.005 0.002 0 0 0 0 0 0 0 0 0 0 0
Acinetobacter_junii_0.003 0.003 0.22 0.29 0.001 0.001 0.002 0.017 6E-05 4E-04 4E-04 6E-05 8E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0 0
Alloprevotella_sp.feline_0.003 0.003 0.32 0.4 0 0 0 0 0 0.024 0 0.012 7E-05 2E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0
Parasutterella_secunda_0.003 0.003 0.47 0.55 0.007 0.002 0.005 0.002 0.001 0.001 6E-04 0.002 0.004 0.011 0.012 0 0 0 0 0 0 0 0 0 0 0
Lactococcus_garvieae_0.003 0.003 0.55 0.61 0.001 8E-04 2E-04 0.002 0.011 0.006 9E-04 7E-04 8E-04 6E-04 0.001 0 0 0 0 0 0 0 0 0 0 0
Streptococcus_peroris_0.002 0.002 0 0 0.017 0.008 0.005 0.003 0.001 6E-04 7E-04 3E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0 0 0
Eubacterium_brachy_0.002 0.002 2.4E-17 1.1E-16 0 8E-04 3E-04 5E-04 8E-04 0.002 0.003 0.004 0.006 0.007 0.007 0 0 0 0 0 0 0 0 0 0 0
Eggerthella_lenta_0.002 0.002 1.4E-16 5.8E-16 0.011 0.007 0.002 0.001 0.004 0.003 0.004 0.003 3E-04 3E-04 4E-04 0 0 0 0 0 0 0 0 0 0 0
Lactobacillus_gastricus_0.002 0.002 9.2E-13 3.2E-12 0.004 0.011 0.006 0.002 4E-04 0 2E-04 4E-04 0 9E-04 0 0 0 0 0 0 0 0 0 0 0 0
Eubacterium_uniforme_0.002 0.002 3.3E-12 1.1E-11 0 0 1E-04 0 0 0 1E-04 5E-04 0.007 0.014 0 0 0 0 0 0 0 0 0 0 0 0
Gluconobacter_oxydans_0.002 0.002 5.5E-10 1.7E-09 0 0 0 0 0 3E-04 0.004 9E-04 0.006 0.007 0.005 0 0 0 0 0 0 0 0 0 0 0
Clostridium_lavalense_0.002 0.002 0.00000014 0.00000039 0 1E-04 2E-04 6E-05 0.001 0.002 0.003 0.003 0.006 0.008 0.002 0 0 0 0 0 0 0 0 0 0 0
Asaccharobacter_celatus_0.002 0.002 0.00000034 0.00000091 2E-04 5E-04 8E-04 0.001 0.001 0.001 0.001 0.006 0.002 0.004 0.011 0 0 0 0 0 0 0 0 0 0 0
Synergistes_jonesii_0.002 0.002 0.00000071 0.0000019 0 0 0 6E-05 3E-04 0 1E-04 0.004 0.003 0.009 0.008 0 0 0 0 0 0 0 0 0 0 0
Ruminococcus_sp.RLB2_0.002 0.002 0.000011 0.000026 0 4E-04 1E-04 3E-04 0.002 0.003 0.003 0.002 0.002 0.003 0.007 0 0 0 0 0 0 0 0 0 0 0
Robinsoniella_peoriensis_0.002 0.002 0.000021 0.000048 5E-04 1E-04 4E-04 3E-04 8E-04 0.001 0.004 0.003 0.002 0.006 0.007 0 0 0 0 0 0 0 0 0 0 0
Eggerthella_sp.1.3.56FAA_0.002 0.002 0.00052 0.0011 0.003 0.004 0.003 0.002 0.002 0.002 0.002 0.002 3E-04 6E-04 4E-04 0 0 0 0 0 0 0 0 0 0 0
Clostridium_spiroforme_0.002 0.002 0.0015 0.003 0.017 1E-03 0.004 0.001 5E-04 3E-04 0.002 5E-04 7E-05 8E-05 6E-04 0 0 0 0 0 0 0 0 0 0 0
Prevotella_aff.ruminicola_0.002 0.002 0.0017 0.0033 0 0.001 0.002 0.003 0.002 0 0 0.001 0.002 0.007 0.007 0 0 0 0 0 0 0 0 0 0 0
Clostridium_saccharogumia_0.002 0.002 0.0017 0.0033 0.002 3E-04 7E-05 5E-04 1E-04 6E-04 0.004 0.005 0.004 0.001 8E-04 0 0 0 0 0 0 0 0 0 0 0
Candidatus_Alistipes_0.002 0.002 0.0017 0.0033 0.007 0.003 8E-04 0.002 0.003 0.002 0.003 0.001 5E-04 0.001 0 0 0 0 0 0 0 0 0 0 0 0
Syphacia_muris_0.002 0.002 0.0053 0.0099 0 2E-04 1E-04 0 0 0.015 2E-04 6E-04 0.002 0.003 6E-04 0 0 0 0 0 0 0 0 0 0 0
Lachnospira_pectinoschiza_0.002 0.002 0.0061 0.011 0.01 0 4E-04 0 0.006 4E-04 0.003 0.002 0.002 0.004 0.005 0 0 0 0 0 0 0 0 0 0 0
Clostridium_tertium_0.002 0.002 0.018 0.031 0.004 6E-04 7E-04 0.004 0.001 0.003 0.002 7E-04 0.001 9E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0
Rikenella_microfusus_0.002 0.002 0.052 0.08 0 0.009 0 0 0.01 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Fusobacterium_ulcerans_0.002 0.002 0.055 0.084 0 0.016 0.005 0 0 0.001 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pseudoflavonifractor_capillosus_0.002 0.002 0.077 0.12 0.003 0.002 0.002 0.004 0.004 0.004 0.004 0.002 0.002 0.002 0.002 0 0 0 0 0 0 0 0 0 0 0
Peptostreptococcus_stomatis_0.002 0.002 0.088 0.13 0.002 0.001 0.002 0.003 0.004 0.007 0.001 0.003 0.002 0.002 1E-03 0 0 0 0 0 0 0 0 0 0 0
Clostridium_psychrophilum_0.002 0.002 0.12 0.17 0 0 0 0.003 6E-04 8E-04 0.001 0.005 0.002 0.005 4E-04 0 0 0 0 0 0 0 0 0 0 0
bacterium_A7_0.002 0.002 0.12 0.17 0 0 0 0 0.001 0.006 0.003 0.001 0.005 0.001 2E-04 0 0 0 0 0 0 0 0 0 0 0
Lactobacillus_helveticus_0.002 0.002 0.13 0.18 7E-04 0.003 0.002 0.005 0.002 0.005 0.005 6E-04 0.001 2E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0
Clostridium_methylpentosum_0.002 0.002 0.19 0.25 0.038 0 0 6E-05 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Leptotrichia_amnionii_0.002 0.002 0.2 0.26 2E-04 1E-04 4E-04 3E-04 0.016 0 0 0 0 2E-04 0 0 0 0 0 0 0 0 0 0 0 0
ironreducing_enrichmentclone_0.002 0.002 0.3 0.38 0 0.001 0 0 0 0 0 0.004 0.002 0.008 0 0 0 0 0 0 0 0 0 0 0 0
Enterobacter_aerogenes_0.002 0.002 0.3 0.38 3E-04 1E-04 3E-04 0.004 2E-04 6E-04 0.008 0.003 0.002 8E-05 0 0 0 0 0 0 0 0 0 0 0 0
Edwardsiella_tarda_0.002 0.002 0.38 0.46 7E-04 3E-04 0.002 9E-04 0.005 5E-04 0.008 0.002 0.001 2E-04 0 0 0 0 0 0 0 0 0 0 0 0
Oceanobacillus_indicireducens_0.002 0.002 0.43 0.51 0 0 0 0 0 0 0 0 0 0.026 0 0 0 0 0 0 0 0 0 0 0 0
Anaerosalibacter_bizertensis_0.002 0.002 0.43 0.51 0 0 0 0 0 0 0 0 0 0.019 0 0 0 0 0 0 0 0 0 0 0 0
Fusobacterium_gonidiaformans_0.002 0.002 0.6 0.66 2E-04 0.002 0.004 5E-04 0.009 0.003 4E-04 8E-04 1E-04 5E-04 4E-04 0 0 0 0 0 0 0 0 0 0 0
Clostridium_colinum_0.002 0.002 0.61 0.67 0.03 4E-04 2E-04 3E-04 1E-03 5E-04 0.003 6E-05 3E-04 0 0 0 0 0 0 0 0 0 0 0 0 0
Prevotella_nigrescens_0.002 0.002 0.63 0.68 0 0 0 0 0 0.007 0.009 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Vagococcus_fluvialis_0.002 0.002 0.65 0.68 0 0 0 0 0 0 0 0.018 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Comamonas_sp.EB172_0.002 0.002 0.65 0.68 0.001 5E-04 7E-04 0.006 0.002 0.001 0.005 0.001 8E-04 5E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0
Anaerococcus_prevotii_0.002 0.002 0.65 0.68 0 0 0 0 0 0 0 0.021 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Lawsonia_intracellularis_0.002 0.002 0.68 0.71 0 5E-04 0.012 0.003 1E-04 2E-04 7E-05 4E-04 7E-04 4E-04 0 0 0 0 0 0 0 0 0 0 0 0
Sutterella_stercoricanis_0.002 0.002 0.71 0.73 0 0 0 0 1E-04 0 0 0 0.016 0 0 0 0 0 0 0 0 0 0 0 0 0
Providencia_sp.Gg11_0.002 0.002 0.85 0.86 0 0 0 6E-05 0.005 0 0 0.01 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Kurthia_gibsonii_0.002 0.002 0.85 0.86 7E-04 1E-04 0 0.001 8E-04 0.012 9E-04 0.007 0 4E-04 0 0 0 0 0 0 0 0 0 0 0 0
Gemella_haemolysans_0.002 0.002 0.94 0.94 0.009 0.005 0.003 0.001 0.002 0.002 9E-04 0.002 0.002 0.001 0.002 0 0 0 0 0 0 0 0 0 0 0
Eubacterium_limosum_0.001 0.001 8.1E-17 3.5E-16 0.008 0.004 0.003 5E-04 0.002 0.004 4E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Actinomyces_graevenitzii_0.001 0.001 2.7E-15 1.1E-14 0.004 0.005 0.001 0.001 5E-04 4E-04 1E-04 1E-04 0 0 0 0 0 0 0 0 0 0 0 0 0 0



Peptococcus_sp.feline_0.001 0.001 6.5E-15 2.5E-14 8E-04 0 0 1E-03 3E-04 1E-03 0.001 0.003 0.003 0.003 0.002 0 0 0 0 0 0 0 0 0 0 0
Candidatus_Dorea_0.001 0.001 3.9E-10 1.2E-09 0 1E-04 3E-04 2E-04 9E-04 0.001 4E-04 0.002 0.003 0.003 0.003 0 0 0 0 0 0 0 0 0 0 0
Lactobacillus_antri_0.001 0.001 0.0000025 0.0000064 0.002 9E-04 0.004 0.001 2E-04 1E-04 0 0.002 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Lactobacillus_reuteri_0.001 0.001 0.0000042 0.00001 0 2E-04 3E-04 0.001 1E-04 7E-05 1E-04 0.002 7E-04 0.007 0.003 0 0 0 0 0 0 0 0 0 0 0
Cohnella_sp.VKM_0.001 0.001 0.0000044 0.000011 0 0.002 3E-04 1E-04 0 6E-04 9E-04 0.002 0.003 0.002 4E-04 0 0 0 0 0 0 0 0 0 0 0
bacterium_ic1379_0.001 0.001 0.0000098 0.000023 0 2E-04 2E-04 0.002 3E-04 4E-04 9E-04 0.002 9E-04 0.001 0.004 0 0 0 0 0 0 0 0 0 0 0
Staphylococcus_aureus_0.001 0.001 0.00001 0.000024 0 0 0 1E-04 6E-04 2E-04 4E-04 0.002 0.003 0.003 1E-03 0 0 0 0 0 0 0 0 0 0 0
Holdemania_massiliensis_0.001 0.001 0.000012 0.000028 0 0 1E-04 2E-04 0.001 7E-04 7E-04 0.002 0.002 0.001 4E-04 0 0 0 0 0 0 0 0 0 0 0
Streptococcus_dentisani_0.001 0.001 0.000072 0.00016 3E-04 0.002 0.001 0.002 3E-04 5E-04 1E-04 0 3E-04 2E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0
Rhodocyclus_sp.HOD_0.001 0.001 0.00012 0.00026 2E-04 3E-04 4E-04 5E-04 0.001 0.001 0.002 9E-04 0.002 0.002 0.002 0 0 0 0 0 0 0 0 0 0 0
Helicobacter_pylori_0.001 0.001 0.00055 0.0011 0.002 6E-04 8E-04 5E-04 0.001 0.002 2E-04 2E-04 3E-04 8E-05 0 0 0 0 0 0 0 0 0 0 0 0
Stenotrophomonas_maltophilia_0.001 0.001 0.00068 0.0014 0 0 0 0 0 0 0 0 0.004 0.008 0 0 0 0 0 0 0 0 0 0 0 0
Clostridium_hydrogeniformans_0.001 0.001 0.00077 0.0016 0 0 0 0 0 0 0 0 0 0.008 0 0 0 0 0 0 0 0 0 0 0 0
Clostridium_scindens_0.001 0.001 0.0014 0.0028 0.01 0.002 0.002 8E-04 0.001 0.002 7E-05 6E-05 1E-04 8E-05 0 0 0 0 0 0 0 0 0 0 0 0
Peptostreptococcus_russellii_0.001 0.001 0.0034 0.0065 0.009 0.006 0 0 0 0 0.007 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Clostridium_pascui_0.001 0.001 0.0059 0.011 0 0 7E-05 5E-04 3E-04 0.002 9E-04 0.001 8E-04 0.002 0 0 0 0 0 0 0 0 0 0 0 0
Porphyromonas_asaccharolytica_0.001 0.001 0.0089 0.016 2E-04 0 7E-05 6E-05 8E-04 1E-04 1E-04 0.003 0.004 0.001 8E-04 0 0 0 0 0 0 0 0 0 0 0
Blautia_faecis_0.001 0.001 0.0091 0.016 0 1E-04 5E-04 5E-04 1E-03 0.003 0.001 0.001 0.002 0.002 0 0 0 0 0 0 0 0 0 0 0 0
Prevotella_bivia_0.001 0.001 0.0092 0.016 0.004 0.001 8E-04 0.002 0.001 9E-04 3E-04 9E-04 7E-04 8E-05 2E-04 0 0 0 0 0 0 0 0 0 0 0
Prevotella_denticola_0.001 0.001 0.019 0.032 3E-04 1E-04 6E-04 0.002 0.002 0.002 4E-04 4E-04 5E-04 8E-04 0 0 0 0 0 0 0 0 0 0 0 0
Fusobacterium_canifelinum_0.001 0.001 0.021 0.035 2E-04 0 0 0.004 1E-04 0.001 0.002 0.001 3E-04 0 4E-04 0 0 0 0 0 0 0 0 0 0 0
Lactococcus_taiwanensis_0.001 0.001 0.026 0.042 3E-04 2E-04 7E-04 0.001 0.003 0.002 0.001 7E-04 2E-04 8E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0
Finegoldia_magna_0.001 0.001 0.034 0.054 7E-04 0 7E-05 0 0 0 0 0.006 0 8E-05 0 0 0 0 0 0 0 0 0 0 0 0
Weissella_koreensis_0.001 0.001 0.051 0.08 0 0 0 0 0.005 0 0 0 0.002 0.007 0 0 0 0 0 0 0 0 0 0 0 0
Bacillus_subtilis_0.001 0.001 0.064 0.097 0 0.017 4E-04 0 1E-04 0 9E-04 3E-04 7E-05 2E-04 0 0 0 0 0 0 0 0 0 0 0 0
Candidatus_Saccharibacteria_0.001 0.001 0.09 0.13 5E-04 0.003 4E-04 2E-04 5E-04 9E-04 5E-04 9E-04 3E-04 6E-04 0 0 0 0 0 0 0 0 0 0 0 0
Intestinimonas_butyriciproducens_0.001 0.001 0.097 0.14 0 0 0 2E-04 0.002 9E-04 4E-04 5E-04 0.001 5E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0
saltmarsh_clone_0.001 0.001 0.099 0.14 0 0 7E-05 0.002 5E-04 6E-04 2E-04 0.001 0.002 0.002 2E-04 0 0 0 0 0 0 0 0 0 0 0
Prevotella_timonensis_0.001 0.001 0.12 0.17 0.001 7E-04 0.009 2E-04 6E-05 0.005 1E-04 2E-04 5E-04 2E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0
Eubacterium_minutum_0.001 0.001 0.13 0.18 0 0.006 0.001 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Prevotella_pallens_0.001 0.001 0.14 0.19 2E-04 0 4E-04 0.001 3E-04 6E-04 5E-04 0.001 7E-04 9E-04 8E-04 0 0 0 0 0 0 0 0 0 0 0
Ruminococcus_faecis_0.001 0.001 0.16 0.22 3E-04 6E-04 0.002 0.003 0.002 0.001 0.002 0.002 0.002 0.002 6E-04 0 0 0 0 0 0 0 0 0 0 0
Leptotrichia_wadei_0.001 0.001 0.16 0.22 0 7E-04 0 2E-04 1E-03 9E-04 6E-04 7E-04 0.003 3E-04 4E-04 0 0 0 0 0 0 0 0 0 0 0
bacterium_TC8_0.001 0.001 0.17 0.23 0.001 0.002 0.001 0.004 0.001 0.002 0.001 0.001 0.001 0.001 8E-04 0 0 0 0 0 0 0 0 0 0 0
Roseburia_sp.831b_0.001 0.001 0.18 0.24 0 2E-04 0 6E-04 0 5E-04 0.002 3E-04 5E-04 5E-04 0.002 0 0 0 0 0 0 0 0 0 0 0
Pseudothermotoga_elfii_0.001 0.001 0.2 0.26 0 0 0 0 1E-04 1E-04 5E-04 0.003 0.001 8E-05 0.001 0 0 0 0 0 0 0 0 0 0 0
Clostridiales_bacteriumVE20214_0.001 0.001 0.22 0.29 0.011 0.006 1E-04 2E-04 0.002 6E-04 5E-04 4E-04 7E-05 0 0 0 0 0 0 0 0 0 0 0 0 0
Lactobacillus_casei_0.001 0.001 0.28 0.36 0 0 4E-04 0 5E-04 0 7E-05 0.005 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Succinimonas_amylolytica_0.001 0.001 0.29 0.37 0 0 0 2E-04 0.002 4E-04 1E-04 0.002 0.003 0.001 0.007 0 0 0 0 0 0 0 0 0 0 0
Parabacteroides_johnsonii_0.001 0.001 0.3 0.38 0 0.001 0.003 5E-04 0.002 6E-04 0 0.002 0.002 8E-05 0.003 0 0 0 0 0 0 0 0 0 0 0
Blautia_wexlerae_0.001 0.001 0.3 0.38 1E-03 1E-03 0.001 1E-03 9E-04 1E-03 8E-04 6E-04 7E-04 4E-04 4E-04 0 0 0 0 0 0 0 0 0 0 0
Aggregatibacter_aphrophilus_0.001 0.001 0.36 0.44 0 1E-04 3E-04 9E-04 6E-04 0.007 9E-04 0.001 6E-04 7E-04 8E-04 0 0 0 0 0 0 0 0 0 0 0
Prevotella_baroniae_0.001 0.001 0.38 0.46 0 0 0 0 0 7E-05 0 0 0.013 6E-04 0 0 0 0 0 0 0 0 0 0 0 0
Dialister_pneumosintes_0.001 0.001 0.38 0.46 0 0 4E-04 0.001 0.001 9E-04 1E-04 4E-04 3E-04 6E-04 0.003 0 0 0 0 0 0 0 0 0 0 0
Leuconostoc_pseudomesenteroides_0.001 0.001 0.4 0.48 0 0 0 0 0 7E-05 0 1E-04 0.007 4E-04 0 0 0 0 0 0 0 0 0 0 0 0
Burkholderia_tropica_0.001 0.001 0.4 0.48 0.001 0 0.001 6E-04 6E-04 6E-04 0.001 7E-04 9E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0 0
Candidatus_Liberibacter_0.001 0.001 0.43 0.51 0 0 0 0 0 0 0 0 0 0.014 0 0 0 0 0 0 0 0 0 0 0 0
Bacillales_bacteriumYT0311_0.001 0.001 0.43 0.51 0 0 0 0 0 0 0 0 0 0.008 0 0 0 0 0 0 0 0 0 0 0 0
Atopostipes_suicloacalis_0.001 0.001 0.43 0.51 0 0 0 0 0 0 0 0 0 0.007 0 0 0 0 0 0 0 0 0 0 0 0
bacterium_RA2108_0.001 0.001 0.45 0.53 0.005 0 0.002 0.001 0.002 6E-04 0 1E-04 7E-05 0 0 0 0 0 0 0 0 0 0 0 0 0
Clostridiales_bacteriumfeline_0.001 0.001 0.46 0.54 0 2E-04 0 0 3E-04 0.002 0.002 6E-04 9E-04 0.005 0 0 0 0 0 0 0 0 0 0 0 0
Helicobacter_muridarum_0.001 0.001 0.47 0.55 0.004 0 0 0.002 0 0 0 1E-04 7E-04 0 0 0 0 0 0 0 0 0 0 0 0 0
Desulfovibrio_africanus_0.001 0.001 0.48 0.56 0 0.002 8E-04 0.002 9E-04 3E-04 5E-04 0.003 7E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0 0
Helicobacter_trogontum_0.001 0.001 0.49 0.57 0.001 7E-04 7E-04 0.003 8E-04 7E-04 0.001 6E-05 3E-04 0 4E-04 0 0 0 0 0 0 0 0 0 0 0
Brevinema_andersonii_0.001 0.001 0.52 0.6 0 0 0 0 0 0.001 5E-04 6E-05 1E-04 0.01 0 0 0 0 0 0 0 0 0 0 0 0
Vagococcus_sp.T28_0.001 0.001 0.53 0.6 0 0 0 0 0 0 0.007 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Odoribacter_laneus_0.001 0.001 0.53 0.6 0 0 0 0 0 0 0.007 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Morganella_sp.RP42_0.001 0.001 0.53 0.6 0 0 0 0 0 0 0.01 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Lachnoclostridium_phytofermentans_0.001 0.001 0.53 0.6 0 0 0 0 0 0 0.013 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Clostridiales_bacteriumKM2_0.001 0.001 0.53 0.6 0 0 0 0 0 0 0.008 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Gemella_sp.93388_0.001 0.001 0.54 0.61 3E-04 0.003 4E-04 0.001 3E-04 4E-04 1E-04 3E-04 3E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0 0
Chryseobacterium_stagni_0.001 0.001 0.55 0.61 2E-04 0 0 0.007 6E-05 0 0 0 0 8E-05 0 0 0 0 0 0 0 0 0 0 0 0
Desulfovibrio_desulfuricans_0.001 0.001 0.59 0.65 0 2E-04 0 0.002 4E-04 0.005 0 0 0.001 7E-04 0 0 0 0 0 0 0 0 0 0 0 0
Neisseria_pharyngis_0.001 0.001 0.62 0.68 2E-04 3E-04 9E-04 2E-04 0.003 5E-04 2E-04 3E-04 0.001 8E-05 2E-04 0 0 0 0 0 0 0 0 0 0 0
Hymenobacter_deserti_0.001 0.001 0.62 0.68 0 0 6E-04 0.004 7E-04 0 6E-04 0.004 0 0 2E-04 0 0 0 0 0 0 0 0 0 0 0
Bacillus_thuringiensis_0.001 0.001 0.62 0.68 0 0 0 0 6E-05 3E-04 0.005 6E-05 0 3E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0
Peptoniphilus_timonensis_0.001 0.001 0.63 0.68 0 0 0 0 6E-05 7E-05 0 0.009 0 8E-05 0 0 0 0 0 0 0 0 0 0 0 0
Anaerosporobacter_mobilis_0.001 0.001 0.63 0.68 0 0 0 0 0 7E-05 0.008 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Anaerobiospirillum_sp.3J102_0.001 0.001 0.63 0.68 0 0 0 0 0.006 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Neisseria_sicca_0.001 0.001 0.64 0.68 3E-04 7E-04 2E-04 0.002 6E-04 0.002 2E-04 6E-04 6E-04 9E-04 4E-04 0 0 0 0 0 0 0 0 0 0 0
Lactobacillus_farraginis_0.001 0.001 0.64 0.68 0 1E-04 7E-05 0 0 0 0 0.009 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Oceanobacillus_luteolus_0.001 0.001 0.65 0.68 0 0 0 0 0 0 0 0.006 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Marivirga_sericea_0.001 0.001 0.65 0.68 0 0 0 0 0 0 0 0.007 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Lysinibacillus_composti_0.001 0.001 0.65 0.68 0 0 0 0 0 0 0 0.01 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Kurthia_zopfii_0.001 0.001 0.65 0.68 0 0 0 0 0 0 0 0.006 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Fibrobacter_succinogenes_0.001 0.001 0.65 0.68 0 0 0 0 0 0 0 0.016 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Fibrobacter_intestinalis_0.001 0.001 0.65 0.68 0 0 0 0 0 0 0 0.017 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Clostridium_straminisolvens_0.001 0.001 0.65 0.68 0 0 0 0 0 0 0 0.011 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Brevibacterium_frigoritolerans_0.001 0.001 0.65 0.68 0 0 0 0 0 0 0 0.005 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Bacillus_songklensis_0.001 0.001 0.65 0.68 0 0 0 0 0 0 0 0.005 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Ruminococcus_sp.ID8_0.001 0.001 0.69 0.71 0.006 0 0.003 0.001 0.001 0 4E-04 0 7E-05 0 0 0 0 0 0 0 0 0 0 0 0 0
Kurthia_sp.M2T8B11_0.001 0.001 0.82 0.84 0 0 0 7E-04 0 0.006 3E-04 3E-04 0 8E-05 0 0 0 0 0 0 0 0 0 0 0 0
Clostridium_sordellii_0.001 0.001 0.84 0.85 0.001 8E-04 0.003 3E-04 1E-03 2E-04 0.002 9E-04 3E-04 6E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0
Neisseria_oralis_0.001 0.001 0.89 0.9 5E-04 7E-04 0.002 0.001 0.002 0.001 9E-04 0.001 0.001 0.001 0.001 0 0 0 0 0 0 0 0 0 0 0
Coriobacteriaceae_bacteriumSNR4844_0 0 6.1E-14 2.3E-13 0.002 0.002 8E-04 0.001 6E-05 2E-04 5E-04 6E-05 7E-05 0 0 0 0 0 0 0 0 0 0 0 0 0
Enterococcus_raffinosus_0 0 3.9E-10 1.2E-09 0.001 0.003 4E-04 6E-05 0 2E-04 0 2E-04 0 6E-04 0 0 0 0 0 0 0 0 0 0 0 0
bacterium_ic1311_0 0 0.00000083 0.0000022 0 0 0 2E-04 2E-04 2E-04 5E-04 0.002 0.002 9E-04 8E-04 0 0 0 0 0 0 0 0 0 0 0
Clostridium_mangenotii_0 0 0.0000031 0.0000077 0.01 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Clostridium_aff.innocuum_0 0 0.000082 0.00018 0.002 1E-03 0.001 7E-04 6E-04 7E-05 4E-04 3E-04 1E-04 2E-04 0 0 0 0 0 0 0 0 0 0 0 0
Faecalicoccus_pleomorphus_0 0 0.00024 0.00051 0.001 0.001 0.002 4E-04 6E-05 0 6E-04 3E-04 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Erwinia_billingiae_0 0 0.0094 0.017 0 5E-04 0.002 0 0 7E-04 0 0 0 0 8E-04 0 0 0 0 0 0 0 0 0 0 0
Streptococcus_pyogenes_0 0 0.01 0.018 0 0.002 0 0 0 0.002 7E-05 4E-04 5E-04 3E-04 0.002 0 0 0 0 0 0 0 0 0 0 0
Clostridium_sporosphaeroides_0 0 0.015 0.026 0.009 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Kingella_oralis_0 0 0.026 0.042 5E-04 1E-03 0.001 7E-04 0.001 9E-04 3E-04 2E-04 3E-04 8E-05 0 0 0 0 0 0 0 0 0 0 0 0
Fusobacterium_simiae_0 0 0.038 0.06 0 1E-04 0 0.002 0 8E-04 9E-04 0 0 4E-04 0 0 0 0 0 0 0 0 0 0 0 0
intestinal_bacteriumCG191_0 0 0.051 0.08 0 0 0 0.002 2E-04 0 0 1E-04 0 5E-04 0.002 0 0 0 0 0 0 0 0 0 0 0
Ruminococcus_sp.YE281_0 0 0.077 0.12 0 0 0 0 0 0 0 0 0.005 0 0 0 0 0 0 0 0 0 0 0 0 0
Clostridium_cellulovorans_0 0 0.088 0.13 0 0 1E-04 6E-04 0 1E-04 7E-04 0.002 7E-04 6E-04 4E-04 0 0 0 0 0 0 0 0 0 0 0
Herbaspirillum_huttiense_0 0 0.12 0.17 2E-04 0 0 0.003 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Anaerovorax_odorimutans_0 0 0.12 0.17 0 0 0 0 6E-05 1E-04 0 0.004 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Leptotrichia_buccalis_0 0 0.14 0.19 0 0 0 1E-04 0.002 4E-04 5E-04 4E-04 5E-04 7E-04 0 0 0 0 0 0 0 0 0 0 0 0
bacterium_ic1272_0 0 0.29 0.37 0 0 0 5E-04 0.002 3E-04 1E-04 0 2E-04 8E-05 0.002 0 0 0 0 0 0 0 0 0 0 0
Acinetobacter_indicus_0 0 0.29 0.37 3E-04 2E-04 3E-04 8E-04 0.002 1E-04 6E-04 6E-05 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Bacteroidales_bacteriumCF_0 0 0.36 0.44 0 0.002 0 0 9E-04 5E-04 7E-05 0 0 0.002 0 0 0 0 0 0 0 0 0 0 0 0
Clostridium_amygdalinum_0 0 0.45 0.53 0 1E-04 0.004 4E-04 6E-05 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Clostridiales_bacterium9401234_0 0 0.48 0.56 0 0.003 0 0 0 0 0 0 0.002 0 0 0 0 0 0 0 0 0 0 0 0 0
Enterococcus_cecorum_0 0 0.53 0.6 0 0 0 0 0 0 0.005 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Barnesiella_viscericola_0 0 0.53 0.6 0 0 0 0 0 0 0.005 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Rothia_dentocariosa_0 0 0.55 0.61 3E-04 6E-04 4E-04 9E-04 0.001 6E-04 6E-04 6E-04 5E-04 4E-04 1E-03 0 0 0 0 0 0 0 0 0 0 0
Aquitalea_denitrificans_0 0 0.55 0.61 2E-04 0 4E-04 0 1E-04 0 0.003 6E-05 9E-04 5E-04 0 0 0 0 0 0 0 0 0 0 0 0
Streptococcus_pneumoniae_0 0 0.57 0.63 7E-04 0.001 7E-04 3E-04 3E-04 4E-04 6E-04 7E-04 5E-04 0.001 8E-04 0 0 0 0 0 0 0 0 0 0 0
Pseudomonas_putida_0 0 0.57 0.63 0 0 0 0.003 0 0 0 6E-05 5E-04 0 0 0 0 0 0 0 0 0 0 0 0 0
bacterium_NewZealandB_0 0 0.57 0.63 0 0 0 0 0 0.001 4E-04 0.002 3E-04 0 0 0 0 0 0 0 0 0 0 0 0 0
Campylobacter_fetus_0 0 0.65 0.68 0 0 0 0 0 0 0 0.004 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Anaerophaga_thermohalophila_0 0 0.71 0.73 0 1E-04 0 1E-04 0 0 0 0.005 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Janthinobacterium_sp.IMCC12694_0 0 0.81 0.83 0 0 0 6E-05 6E-05 0 0.005 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Neisseria_mucosa_0 0 0.91 0.92 7E-04 9E-04 7E-04 8E-04 4E-04 2E-04 4E-04 4E-04 1E-04 5E-04 6E-04 0 0 0 0 0 0 0 0 0 0 0
The non-parametric rank test (Kruskal-Wallis) was used to identify significantly differentially abundant bacterial taxon in the 11 age groups. The first column shows all 488 species present in the entire datasets. The second 
column shows the relative abundance (%). The third column shows the P value from the rank test. The fourth columns show the False Discovery Rate (FDR) corrected P value. The next 11 columns show the mean abundance 
value in the 11 three-months age groups and the last 11 columns show the median abundance value for the same 11 three-months age groups.  The table is sorted from highest abundant species to the lowest abundant 
species. All FDR significant species are highlighted in grey. A p value < 1e-20 are shown as "0". 301/488 taxon were statistically significant different between the 11 age groups. However, a large majority of them (231/301) 
were very low abundant taxon with an abundance below then 0.1%. The top 70 statistically significant species with a minimum abundance of 0.1% include 92.5% off all sequence reads.


