Table 1: Relationship between the expression of FAM3C in pancreatic
carcinoma tissues and the clinical characteristics of pancreatic carcinoma
patients (n = 115).

Parameters TMA
High, n(%) Low, n (%) X2 p value

Gender
Male 51 (58.6) 36 (41.4) 2.125 0.145
Female 12 (42.9) 16 (57.1)

Age, years
<60 39 (54.2) 33 (45.8) 0.029 0.864
>60 24 (55.8) 19 (44.2)

Tumor location
Head 50 (52.6) 45 (47.4) 1.020 0.312
Body or tail 13 (65.0) 7 (35.0)

Tumor size, cm
<2 17 (42.5) 23 (57.5) 3.735 0.053
>2 46 (61.3) 29 (38.7)

Neural invasion
Yes 30 (63.8) 17 (36.2) 2.626 0.105
No 33 (48.5) 35 (51.5)

Duodenal invasion
Yes 13 (81.3) 3(18.8) 5.256 0.022
No 50 (50.5) 49 (49.5)

Differentiation
Low 20 (74.1) 7 (25.9) 7.317 0.026
Median 39 (52.0) 36 (36.0)
High 4 (30.8) 9 (69.2)

Lymphatic

invasion
Yes 26 (65.0) 14 (35.0) 2.585 0.108
No 37 (49.3) 38 (50.7)

Vascular invasion
Yes 20 (64.5) 11 (35.5) 1.623 0.203
No 43 (51.2) 41 (48.8)

Liver metastasis
Yes 12 (80.0) 3(20.0) 4.428 0.035
No 51 (51.0) 49 (49.0)

TNM stage (UICC)
| or lIA 32 (48.5) 34 (51.5) 2.480 0.115
1B or Ill, IV 31 (63.3) 18 (36.7)

UICC, Union for International Cancer Control. Bold indicates statistically significant at p value < 0.05.

Table. S1 Full results of the correlation analysis of FAM3 family genes expression and drug
sensitivity in CellMiner.



Gene Drug name Cor p-value
FAM3B Barasertib 0.651 0.000
FAM3D Elesclomol 0.561 0.000
FAM3D GSK-1904529A 0.559 0.000
FAM3D Linsitinib 0.535 0.000
FAM3B AMG-900 0.526 0.000
FAM3B LDK-378 0.516 0.000
FAM3B PF-06873600 0.505 0.000
FAM3B Dexrazoxane 0.480 0.000
FAM3D PI-103 -0.476 0.000
FAM3B AM-5992 0.467 0.000
FAM3B CF1-400945 0.453 0.000
FAM3B CG-806 0.443 0.000
FAM3B CCT-271850 0.443 0.000
FAM3B TAE-684 0.439 0.001
FAM3B LEE-011 0.435 0.001
FAM3B Palbociclib 0.431 0.001
FAM3B NTRC-0066-0 0.428 0.001
FAM3B CEP-37440 0.417 0.001
FAM3B CT-GSK183 0.416 0.001
FAM3B GSK-1070916 0.413 0.001
FAM3B R-547 0.413 0.001
FAM3B CEP-14083 0.407 0.001
FAM3D BAY-876 0.407 0.001
FAM3D AEW-541 0.406 0.001
FAM3B CX-5461 0.404 0.002
FAM3B BAY-1161909 0.403 0.002
FAM3D BMS-754807 0.402 0.002
FAM3D ADW-742 0.401 0.002
FAM3B AZD-3463 0.401 0.002
FAM3A Rapamycin 0.398 0.002
FAM3B CC-671 0.397 0.002
FAM3B SOMCL-12-81 0.395 0.002
FAM3A SNS-314 0.392 0.002
FAM3C CC-90003 0.39 0.002
FAM3C ARRY-704 0.386 0.003
FAM3B BOS-172722 0.385 0.003
FAM3C Cobimetinib (isomer 1) 0.385 0.003
FAM3A Olaparib 0.382 0.003
FAM3A XL-147 0.379 0.003
FAM3D Ribavirin 0.378 0.003
FAM3C RO-4987655 0.377 0.003
FAM3A Sabutoclax 0.375 0.003
FAM3C TAK-733 0.374 0.004
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FAM3B PF-03758309 0.265 0.042

FAM3D AMG-900 0.265 0.042
FAM3A Mitoxantrone 0.265 0.043
FAM3A Salinomycin 0.264 0.043
FAM3B MPC-3100 0.264 0.043
FAM3C Pelitrexol -0.264 0.044
FAM3B Pipamperone 0.264 0.044
FAM3A Neratinib -0.263 0.044
FAM3A WORTMANNIN 0.263 0.044
FAM3A ZM-336372 0.263 0.044
FAM3A Melphalan 0.263 0.044
FAM3A PKM2 (9) 0.262 0.045
FAM3C CC-671 -0.262 0.045
FAM3C Encorafenib 0.262 0.045
FAM3A AZD-3229 0.261 0.046
FAM3B 5-aza-T-dCyd 0.261 0.046
FAM3A SR16157 0.261 0.046
FAM3A Everolimus 0.261 0.046
FAM3D Everolimus -0.261 0.046
FAM3A MK-2206 0.260 0.046
FAM3D Bleomycin -0.260 0.047
FAM3A MITOXANTRONE 0.260 0.047
FAM3B BMS-387032 0.259 0.047
FAM3B B-7100 0.259 0.048
FAM3D IDF-11774 0.258 0.048
FAM3A AMG-176 0.258 0.049
FAM3B VS-4718 0.258 0.049
FAM3B MI-503 0.257 0.050

Table. S2 Univariate and multivariate analysis of the relationship between FAM3C
expression and overall survival in PAAD.

Parameters Univariate analysis Multivariate analysis

HR 95%ClI p value HR 95%CI p value
Age 1.029 1.008-1.051 0.008 1.016 0.986-1.047 0.293
Gender (Female/Male) 0.809 0.537-1.219 0.311
Grade (G1/G2/G3/G4) 1.453 1.091-1.934 0.010 1.575 0.986-2.516 0.057
Stage (I/II/II/1V) 1.213 0.842-1.747 0.299
T (T1/T2/T3/T4) 1.556 1.003-2.413 0.048 1.002 0.494-2.032 0.995

N (NO/N1) 2.153 1.281-3.617 0.004 2.326 0.942-5.743 0.067




M (MO/M1) 0.756 0.181-3.157 0.701
Family history of cancer
0.894 0.520-1.537 0.686
(Yes/No)
History of chronic
0.849 0.406-1.778 0.665
pancreatitis (Yes/No)
History of diabetes (Yes/No) 1.079 0.619-1.879 0.789
Alcohol history (Yes/No) 0.872 0.561-1.355 0.543
Lymph nodes examined
0.997 0.975-1.019 0.782 1.008 0.9-1.129 0.891
count
Number of positive lymph
1.062 1.007-1.121 0.027
nodes
Cancer status (Tumor
7.666 3.260-18.029 0.000 4.317 1.422-13.101 0.010
free/With tumor)
Race (White/Black/Asian) 0.902 0.593-1.371 0.630
Tissue of origin (Head of
pancreas/Body of
pancreas/Tail of 0.610 0.395-0.941 0.026 0.837 0.509-1.378 0.484
pancreas/Overlapping lesion
of pancreas)
FAM3C expression 1.761 1.287-2.411 0.000 1.393 0.899-2.158 0.137
Table. S3 Gene sets enriched in phenotype high.
MSigDB Gene set name NES NOM FDR
collection p-value g-val
C2.cp.kegg.v KEGG_P53_SIGNALING_PATHWAY 1.913 0.000 0.043
7-4.symbols. e 55 AXON_GUIDANCE 1.741 0.008  0.137
gmt
[Curated] KEGG_UBIQUITIN_MEDIATED_PROTEOLYSIS 1.835 0.000 0.057
KEGG_NUCLEOTIDE_EXCISION_REPAIR 1.970 0.000 0.037
KEGG_CELL_CYCLE 1.864 0.002 0.048
KEGG_MISMATCH_REPAIR 1.870 0.000 0.060



http://www.gsea-msigdb.org/gsea/msigdb/cards/KEGG_P53_SIGNALING_PATHWAY
http://www.gsea-msigdb.org/gsea/msigdb/cards/KEGG_UBIQUITIN_MEDIATED_PROTEOLYSIS
http://www.gsea-msigdb.org/gsea/msigdb/cards/KEGG_NUCLEOTIDE_EXCISION_REPAIR
http://www.gsea-msigdb.org/gsea/msigdb/cards/KEGG_CELL_CYCLE

C5.allv7.4s GOBP_EXIT_FROM_MITOSIS

ymbols.gmt

GOBP_REGULATION_OF EXIT_FROM_MITOSIS
[Gene
ontology] GOCC_CHROMOSOMAL_REGION

GOCC_PHOSPHATASE_COMPLEX

GOMF_CADHERIN_BINDING

GOMF_CELL_CELL_ADHESION_MEDIATOR_ACTIVITY

2132

2.071

1.940

1.957

2.143

2.046

0.000

0.000

0.002

0.002

0.000

0.000

0.023

0.053

0.055

0.063

0.037

0.063

NES=normalized enrichment score, NOM=nominal, FDR=false discovery rate, NOM p value < 0.05 and

FDR g-val <0.25 are considered as significant.



