[bookmark: _Hlk73627007]Supplementary Figure S1. ALK expression in Em Ca cell lines. (A) ALK mRNA expression in 11 Em Ca cell lines. Note the strong mRNA signals in Hec59 and Hec251 cells and the weak signals in Ishikawa and Hec88 cells. (B) CCLE data analysis for ALK mRNA expression in 28 Em Ca cell lines, demonstrating the high ALK mRNA expression in Hec59 cells and the low level in Hec251 cells. (C) Western blot analysis for the indicated proteins in total lysates from Hec59 and Hec251 cells. Note the full length ALK protein expression (220 kDa) in Hec59 but not Hec251 cells. D) Mutation analysis of exons 20, 23, 24, and 25 of the ALK gene in Hec59 cells, demonstrating a lack of mutations in the four exons.

Supplementary Figure S2. Relationship between ALK expression and apoptotic features in Em Ca cells. (A,C) After treatment of H6-ALK (A), H59-shALK (C) and mock cells with 1 mg/mL ADR from the time shown, cell undergoing apoptosis (sub-G1) were detected by flow cytometry. The fold sub-G1 fractions were calculated. The sub-G1 fraction values in 0 h were set as 1. (B,D) Left: after treatment with 1 mg/mL ADR from the time shown, H6-ALK (B), H59-shALK (D) and mock cells undergoing apoptosis are indicated by arrow-heads. Closed boxes are magnified in the insets. Original magnification, x200 and x400 (inset). Right: Numbers of apoptotic cells are shown in means ± SDs. Mo, mock control.

Supplementary Figure S3. TCGA data analysis for associations between ALK status and prognosis in Em Ca. OS (left) and PFS (right) relative to ALK mRNA (A) and the gene mutation status (B). n, number of cases. 
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