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Supplementary Table 6. Information about eight junctions of syntenic blocks in mitochondrial genome sequences between normal and CMS-S cytotypes.
	Fragment
	Position in scaffold 1 of normal mitochondrial genome (GenBank accession: MH548362)
	Length (bp)

	F1
	803 – 1,435
	633

	[bookmark: _Hlk110846410]F2
	7,157 – 7,837
	681

	F3
	23,797 – 24,455
	659

	F4
	30,986 – 31,682
	697

	F5
	64,467 – 65,269
	803

	F6
	76,957 – 77,587
	631

	F7
	131,637 – 132,206
	570

	F8
	157,184 – 157,935
	752



