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[bookmark: _Hlk110066263]Supplementary Figure 1. Association between CORO2A expression and the tumor microenvironment in pan-cancer (Excluding the six tumors in the text).
Supplementary Figure 2
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Supplementary Figure 2. Relationship between CORO2A and six immune subtypes (wound healing, IFN-γ dominant, inflammatory, lymphocyte depleted, immunologically quiet, and TGF-β dominant) in 33 tumors. P value < 0.05 was shown. “*”, “**”, “***”, indicate P < 0.05, <0.01, <0.001, respectively.






Supplementary Figure 3
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Supplementary Figure 3. Drug sensitivity of CORO2A. “Cor > 0” means that the drug is highly sensitive to tumors with high CORO2A, while “Cor < 0” means the opposite. P value < 0.05 was exhibited.


Supplementary Table 1. Correlations between COR02A gene expression and MMRs in Pan-cancer.
	Cancer Type
	Mismatch repairs genes (P-value/Cor)

	
	MLH1
	MSH2
	MSH6
	PMS2
	EPCAM

	ACC
	0.12819 
	0.04472 
	-0.14967 
	0.14405 
	-0.01249 

	BLCA
	-0.00014 
	*/0.17
	0.06992 
	***/0.21
	***//0.29

	BRCA
	***/0.27
	0.03083 
	0.03254 
	***/0.30
	0.04846 

	CESC
	0.06602 
	**/0.17
	***/0.23
	**/0.15
	-0.02431 

	CHOL
	-0.23297 
	-0.04642 
	-0.16211 
	-0.07856 
	0.23771 

	COAD
	0.04951 
	0.06348 
	0.02688 
	0.08893 
	***/0.27

	DLBC
	0.03517 
	0.19242 
	0.15204 
	**/0.46
	0.05596 

	ESCA
	-0.07148 
	0.04372 
	-0.04762 
	-0.07913 
	***/0.44

	GBM
	0.01718 
	0.13361 
	*/0.20
	-0.01549 
	***/0.36

	HNSC
	***/0.27
	***/0.51
	***/0.57
	***/0.27
	***/0.48

	KICH
	0.14311 
	***/0.42
	**/0.34
	-0.20282 
	**/-0.36

	KIRC
	-0.01553 
	*/0.10
	***/0.15
	**/0.13
	**/-0.13

	KIRP
	0.00870 
	**/0.18
	***/0.30
	0.02397 
	0.05068 

	LAML
	0.09323 
	-0.05895 
	-0.01855 
	*/-0.20
	0.10092 

	LGG
	*/-0.09
	***/0.32
	-0.08446 
	***/0.21
	***/0.32

	LIHC
	***/0.21
	***/0.45
	***/0.35
	***/0.39
	***/0.29

	LUAD
	-0.01218 
	-0.06861 
	-0.02360 
	0.01420 
	**/0.12

	LUSC
	*/-0.11
	0.07866 
	***/0.29
	***/0.17
	***/0.18

	MESO
	-0.20279 
	0.17539 
	0.13535 
	-0.01980 
	0.07743 

	OV
	*/0.12
	0.05866 
	*/0.10
	0.07678 
	0.04682 

	PAAD
	-0.13352 
	***/0.26
	0.10230 
	**/0.23
	***/0.50

	PCPG
	***/0.26
	***/0.38
	0.05408 
	***/0.45
	-0.05654 

	PRAD
	***/0.44
	***/0.51
	***/0.41
	***/0.59
	***/0.20

	READ
	0.05614 
	0.09218 
	0.01222 
	0.11852 
	***/0.27

	SARC
	0.05208 
	**/0.18
	0.05532 
	-0.03633 
	***/0.23

	SKCM
	**/0.12
	***/0.20
	***/0.21
	-0.03045 
	0.04882 

	STAD
	*/-0.13
	**/0.14
	-0.04575 
	-0.01708 
	***/0.48

	TGCT
	**/0.23
	0.08104 
	*/0.20
	-0.09705 
	***/0.50

	THCA
	**/-0.12
	***/0.52
	***/0.42
	*/-0.11
	***/0.28

	THYM
	0.17471 
	0.04147 
	-0.04312 
	***/0.48
	-0.02878 

	UCEC
	-0.06010 
	0.06160 
	-0.00993 
	***/0.20
	***/0.16

	UCS
	-0.06829 
	0.23687 
	0.18333 
	0.01239 
	***/0.49

	UVM
	0.19225 
	0.13671 
	0.13113 
	0.15564 
	*/-0.23


Cor, R value of Spearman’s correlation.
* P < 0.05.
** P < 0.01.
*** P < 0.001.


Supplementary Table 2. Association between CORO2A gene expression and Methyltransferase in Pan-cancer.
	Cancer Type
	Methyltransferase (P-value/Cor)

	
	DNMT1
	DNMT3A
	DNMT3B

	ACC
	-0.16966 
	*/-0.23
	0.05458 

	BLCA
	0.05046 
	**/0.13
	*/0.10

	BRCA
	**/0.09
	0.00246 
	***/-0.11

	CESC
	***/0.26
	-0.00191 
	-0.09101 

	CHOL
	-0.07628 
	-0.14242 
	0.10122 

	COAD
	***/0.17
	0.00182 
	-0.07484 

	DLBC
	0.19000 
	***/0.56
	0.27019 

	ESCA
	-0.06755 
	-0.02583 
	***/-0.29

	GBM
	*/0.17
	**/0.23
	***/0.36

	HNSC
	***/0.46
	***/0.51
	0.03622 

	KICH
	*/0.28
	**/0.36
	*/0.28

	KIRC
	***/0.20
	*/0.11
	0.07734 

	KIRP
	***/0.36
	-0.03866 
	0.06423 

	LAML
	0.01741 
	-0.08866 
	-0.15107 

	LGG
	-0.04905 
	-0.01683 
	0.02212 

	LIHC
	***/0.40
	***/0.38
	***/0.47

	LUAD
	0.00317 
	-0.01272 
	***/-0.16

	LUSC
	***/0.15
	**/0.12
	-0.03586 

	MESO
	0.12384 
	0.21016 
	0.00796 

	OV
	***/0.23
	-0.07140 
	**/0.16

	PAAD
	0.13083 
	-0.01759 
	*/-0.16

	PCPG
	**/0.24
	***/0.25
	*/0.15

	PRAD
	***/0.40
	***/0.28
	0.01912 

	READ
	***/0.26
	0.00746 
	-0.12202 

	SARC
	0.06285 
	*/0.14
	0.08270 

	SKCM
	***/0.16
	*/0.10
	*/0.11

	STAD
	*/0.11
	*/-0.13
	-0.01740 

	TGCT
	***/0.36
	***/0.43
	***/0.50

	THCA
	***/0.51
	***/0.18
	***/-0.25

	THYM
	*/0.19
	*/-0.20
	*/-0.22

	UCEC
	**/0.13
	-0.06683 
	*/-0.09

	UCS
	-0.04833 
	0.01233 
	0.07170 

	UVM
	0.19650 
	**/0.30
	*/0.26


Cor, R value of Spearman’s correlation.
* P < 0.05.
** P < 0.01.
*** P < 0.001.


Supplementary Table 3. Relationship Between CORO2A Expression and the Tumor Microenvironment
	Cancer Type
	Gene
	StromalScore (P-value/Cor)
	ImmuneScore (P-value/Cor)

	ACC
	CORO2A
	0.097
	0.14

	BLCA
	CORO2A
	***/-0.39
	***/-0.28

	BRCA
	CORO2A
	-0.014
	***/-0.17

	CESC
	CORO2A
	*/-0.12
	-0.049

	CHOL
	CORO2A
	0.072
	0.033

	COAD
	CORO2A
	***/-0.29
	***/-0.19

	DLBC
	CORO2A
	0.2
	***/0.53

	ESCA
	CORO2A
	***/-0.29
	-0.13

	GBM
	CORO2A
	*/0.2
	0.14

	HNSC
	CORO2A
	***/-0.23
	-0.082

	KICH
	CORO2A
	**/0.34
	0.22

	KIRC
	CORO2A
	*/0.11
	***/0.35

	KIRP
	CORO2A
	***/0.24
	***/0.32

	LAML
	CORO2A
	-0.00044
	-0.037

	LGG
	CORO2A
	-0.073
	***/-0.26

	LIHC
	CORO2A
	***/-0.22
	*/-0.11

	LUAD
	CORO2A
	***/-0.15
	*/-0.092

	LUSC
	CORO2A
	***/-0.31
	***/-0.25

	MESO
	CORO2A
	0.065
	0.15

	OV
	CORO2A
	*/-0.13
	0.046

	PAAD
	CORO2A
	**/-0.22
	*/-0.18

	PCPG
	CORO2A
	-0.14
	0.0095

	PRAD
	CORO2A
	***/-0.21
	***/-0.3

	READ
	CORO2A
	**/-0.25
	**/-0.23

	SARC
	CORO2A
	-0.018
	***/0.25

	SKCM
	CORO2A
	***/0.19
	***/0.18

	STAD
	CORO2A
	***/-0.34
	**/-0.17

	TGCT
	CORO2A
	0.081
	**/-0.23

	THCA
	CORO2A
	***/0.2
	***/0.26

	THYM
	CORO2A
	***/-0.31
	*/-0.19

	UCEC
	CORO2A
	***/-0.16
	0.034

	UCS
	CORO2A
	-0.25
	0.12

	UVM
	CORO2A
	*/0.26
	0.18


Cor, R value of Spearman’s correlation.
* P < 0.05.
** P < 0.01.
*** P < 0.001.
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