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Additional file 21: Fig. S11. Phenotypic change tendency and frequency of alleles in the derivatives of founder parent St2422/464. (A) Phenotypic change tendency of 11 agronomic traits in 
different generations of founder parent St2422/464. Agronomic traits investigated were heading date (HD), flowering date (FD), plant height (PH), effective tiller number (ETN), spike length (SL), 
spikelet number (SN), kernel number (KN), thousand-kernel weight (TKW), kernel length (KL), kernel width (KW), and kernel thickness (KT). Lowercase letters indicate statistically significant 
differences at p < 0.05. (B) Frequency of alleles derived from founder parent St2422/464 in its derivatives. The outermost circle shows alleles carried by St2422/464 for 87 agronomically 
important genes. From the outermost to the innermost circle, it shows different generations of St2422/464: G0, G1, G2, G3, G4, and G5. The favorable and alternative alleles are shown in 
purple and orange, respectively. (C)-(F) Frequency of alleles derived from St2422/464 for grain yield, stress tolerance, adaptation, and quality in the derivatives (G0-G5). Light blue bars 
represent the frequency of St2422/464-derived alleles and orange indicates the theoretical allele transmission frequency in derivatives of St2422/464.


