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Additional file 26: Fig. S16. Allele transmission frequency analysis from four founder parents to their derivatives in 87 agronomically important genes. (A) Frequency of allele transmission from
founder parent Abbondanza to its derivatives in 87 agronomically important genes. The red dashed line indicates the threshold value for frequency of conservatively transmitted alleles. (B) The
frequency of conservatively and non-conservatively transmitted alleles (non-CTAs) and the transmission frequency of favorable and non-favorable alleles from founder parent Abbondanza to its
derivatives. Left: frequency of conservatively and non-conservatively transmitted alleles; middle: frequency of conservatively transmitted favorable and non-favorable alleles; right: frequency of non-
conservatively transmitted favorable and non-favorable alleles. Conservatively transmitted alleles (CTAs) are shown in cyan, non-conservatively transmitted alleles (non-CTAs) are shown in gray,
favorable alleles are shown in purple, and unfavorable alleles are shown in orange. (C) Frequency of allele transmission from founder parent St2422/464 to its derivatives in 87 agronomically important
genes. The red dashed line indicates the threshold value for frequency of conservatively transmitted alleles. (D) The frequency of conservatively and non-conservatively transmitted alleles and the
transmission frequency of favorable and non-favorable alleles from founder parent St2422/464 to its derivatives. Left: frequency of conservatively and non-conservatively transmitted alleles; middle:
frequency of conservatively transmitted favorable and non-favorable alleles; right: frequency of non-conservatively transmitted favorable and non-favorable alleles. (E) Frequency of allele transmission
from founder parent Zhoumai 16 to its derivatives in 87 agronomically important genes. The red dashed line indicates the threshold value for frequency of conservatively transmitted alleles. (F) The
frequency of conservatively and non-conservatively transmitted alleles and the transmission frequency of favorable and non-favorable alleles from founder parent Zhoumai 16 to its derivatives. Left:
frequency of conservatively and non-conservatively transmitted alleles; middle: frequency of conservatively transmitted favorable and non-favorable alleles; right: frequency of non-conservatively
transmitted favorable and non-favorable alleles. (G) Frequency of allele transmission from founder parent Jiami 22 to its derivatives in 87 agronomically important genes. The red dashed line indicates
the threshold value for frequency of conservatively transmitted alleles. (H) The frequency of conservatively and non-conservatively transmitted alleles and the transmission frequency of favorable and
non-favorable alleles from founder parent Jiami 22 to its derivatives. Left: frequency of conservatively and non-conservatively transmitted alleles; middle: frequency of conservatively transmitted
favorable and non-favorable alleles; right: frequency of non-conservatively transmitted favorable and non-favorable alleles.



