	Supplementary Table 1
Species
	
p-value
	Adjusted p-value (FDR)
	
BC vs HC
	Identified in 
random forest

	Faecalibacterium prausnitzii
	0.000277
	0.031578
	Decreased
	yes

	Intestinibacter bartlettii
	0.00232
	0.13224
	Increased
	yes

	Parabacteroides merdae
	0.0036
	0.1368
	Decreased
	yes

	Oscillibacter species
	0.00791
	0.1368
	Decreased
	yes

	Alistipes species
	0.00963
	0.1368
	Decreased
	no

	Eggerthella lenta
	0.0103
	0.1368
	Increased
	no

	Lachnoclostridium edouardi
	0.0104
	0.1368
	Decreased
	no

	Lachnospiraceae 
UCG 010 species
	0.0104
	0.1368
	Decreased
	no

	Faecalitalea species
	0.0113
	0.1368
	Increased
	yes

	Lachnospira pectinoschiza
	0.0121
	0.1368
	Decreased
	no

	Erysipelotrichaceae 
UCG 003 bacterium
	0.0141
	0.1368
	Decreased
	no

	Blautia species
	0.0144
	0.1368
	Increased
	no

	Oscillospiraceae species
	0.0167
	0.13842857
	Increased
	yes

	Actinomyces species
	0.017
	0.13842857
	Increased
	yes


Supplementary Table 1 The species significantly different between BC and HC. 

