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Figure S1. Secondary structure content of native and glycated SC samples; SC: sodium caseinate; kC: kappa-carrageenan; the number after the name of conjugates represents the duration (as minutes) of sonication pre-treatment. Error bars represent the standard deviation and values with different superscripts differ significantly (p<0.05).














Figure S2. Static (dose-dependent) (a); and dynamic (time-dependent) (b) surface concentration of samples; SC: sodium caseinate; kC: kappa-carrageenan; the number after the name of conjugates represents the duration (as minutes) of sonication pre-treatment.




Table S1. Correlation analysis between molecular flexibility and emulsifying properties.
	
	Molecular flexibility
	EAI (m2/g)
	ESI (%)

	Molecular flexibility
	1.000
	
	

	EAI (m2/g)
	0.944**
	1.000
	

	ESI (%)
	0.974**
	0.993**
	1.000


** demonstrated that correlation is significant at the 0.01 level.
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