Supplementary information
Table 1. TMOD2 sequence.
5’-atggcactcccctttcaaaaagagctggagaaatacaagaacattgatgaagatgagcttcttggcaaactctcagaagaggaactgaaacagttggaaaatgttctagatgacctagatcctgagagtgccatgctgccagctggatttcgacagaaagaccagacacagaaggcagccaccggcccctttgaccgcgagcacctcctcatgtacctggagaaggaggctttggaacagaaagacagagaggactttgtgcccttcactggagaaaagaaagctgtccttggagtacacaatttgctcaacaatccaaagttcgatgaagcaacagccaataataaaggtggcaaaggacctgtcagaaatgttgtcaaaggtgaaaaagtaaagccagtatttgaggaaccaccaaatcccacaaatgtggaaataagcctgcagcagatgaaagccaatgatcctagcttgcaagaagtcaacctcaacaacattaagaacattccaattccaaccctgagggaatttgcaaaggctctggagaccaacactcacgtgaagaagttcagcctggccgcaactcgcagcaatgaccctgtggccattgcttttgcagacatgctgaaagtaaacaagaccttgacaagtctaaacatagaatccaattttatcactggaactgggatcctggccctggtagaggcactgaaagaaaatgacaccttgacagaaatcaagattgacaaccagaggcagcagttgggaacagctgtagagatggaaattgcccagatgctggaggagaattcaaggatcctcaagtttggataccagtttaccaagcaagggccacgaacaagggtggcagctgccatcacaaagaataatgacctggttcgtaagaagagagttgaagcagaccgaaggtaa-3’
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描述已自动生成]
Figure 1 A. the plasmid map of pEGFP-C1-TMOD2
Table 2. The coding sequence of NPM2
5’-atgaatctcagtagcgccagtagcacggaggaaaaggcagtgacgaccgtgctctggggctgcgagctcagtcaggagaggcggacttggaccttcagaccccagctggaggggaagcagagctgcaggctgttgcttcatacgatttgcttgggggagaaagccaaagaggagatgcatcgcgtggagatcctgcccccagcaaaccaggaggacaagaagatgcagccggtcaccattgcctcactccaggcctcagtcctccccatggtctccatggtaggagtgcagctttctcccccagttactttccagctccgggctggctcaggacccgtgttcctcagtggccaggaacgttatgaaaaaaaagctggaaaaagaagaagaggaaataagagccagcgttag-3’
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描述已自动生成]
Figure 1 B. the plasmid map of pEGFP-C1-NPM2

Table 3. The coding sequence of the mutation of TMOD2 and NPM2.
TMOD2-N: 1-138
5’-atggcactcccctttcaaaaagagctggagaaatacaagaacattgatgaagatgagcttcttggcaaactctcagaagaggaactgaaacagttggaaaatgttctagatgacctagatcctgagagtgccatgctgccagctggatttcgacagaaagaccagacacagaaggcagccaccggcccctttgaccgcgagcacctcctcatgtacctggagaaggaggctttggaacagaaagacagagaggactttgtgcccttcactggagaaaagaaagctgtccttggagtacacaatttgctcaacaatccaaagttcgatgaagcaacagccaataataaaggtggcaaaggacctgtcagaaatgttgtcaaaggtgaaaaagtaaagccagtatttgaggaacca-3’
TMOD2-C: 179-349
5’-ccaaatcccacaaatgtggaaataagcctgcagcagatgaaagccaatgatcctagcttgcaagaagtcaacctcaacaacattaagaacattccaattccaaccctgagggaatttgcaaaggctctggagaccaacactcacgtgaagaagttcagcctggccgcaactcgcagcaatgaccctgtggccattgcttttgcagacatgctgaaagtaaacaagaccttgacaagtctaaacatagaatccaattttatcactggaactgggatcctggccctggtagaggcactgaaagaaaatgacaccttgacagaaatcaagattgacaaccagaggcagcagttgggaacagctgtagagatggaaattgcccagatgctggaggagaattcaaggatcctcaagtttggataccagtttaccaagcaagggccacgaacaagggtggcagctgccatcacaaagaataatgacctggttcgtaagaagagagttgaagcagaccgaagg-3’
NPM2: 1-125
5’-atgaatctcagtagcgccagtagcacggaggaaaaggcagtgacgaccgtgctctggggctgcgagctcagtcaggagaggcggacttggaccttcagaccccagctggaggggaagcagagctgcaggctgttgcttcatacgatttgcttgggggagaaagccaaagaggagatgcatcgcgtggagatcctgcccccagcaaaccaggaggacaagaagatgcagccggtcaccattgcctcactccaggcctcagtcctccccatggtctccatggtaggagtgcagctttctcccccagttactttccagctccgggctggctcaggacccgtgttcctcagtggccaggaacgttatgaa-3’

Table 4. The interface residues from TMOD2 and NPM2
The residues from TMOD2:
LYS 74[ HZ1], LYS 74[ HZ3], GLN 76[ N], THR 79[ N], ALA 81[ N], SER 82[ N], GLN 84[N], SER 92[ N], VAL 94[ N], ARG 107[ HE], ARG 107[HH22], ARG 107[HH21], MET 59[ SD], GLU 63[OE1], ASP 72[ OD1], PRO 77[ O ], THR 79[O], THR 79[O], SER 92[O], VAL 94[O], GLN 97[O], GLU 122[OE2], GLU 122[OE2], ASP 125[OD2] and ASP 125[OD2]. 
The residues from NPM2:
ASP 196[ OD1], ASP 196[ OD2], GLU 201[ OE2], SER 232[ OG ], GLU 262[ OE2], GLU 262[ OE2], ASN 291[ OD1], ASP 290[ OD2], PHE 317[ O ], PRO 179[ O ], ASN 181[ OD1], PRO 180[ O ], LYS 208[ HZ3], ASN 203[HD22], GLN 200[HE21], ASN 203[HD21], LYS 288[ HZ1], SER 232[ OG ], TYR 319[ N ], PHE 317[ N ], LYS 316[ HZ1], ARG 345[HH22], ARG 345[HH11], ARG 350[ HE ], ARG 350[HH22].
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