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	ONTOLOGY
	ID
	Description
	GeneRatio
	pvalue
	qvalue

	BP
	GO:0001881
	receptor recycling
	3/37
	4.49e-05
	0.005

	BP
	GO:0051216
	cartilage development
	5/37
	5.46e-05
	0.005

	BP
	GO:0045446
	endothelial cell differentiation
	4/37
	7.45e-05
	0.005

	BP
	GO:0030198
	extracellular matrix organization
	6/37
	7.81e-05
	0.005

	BP
	GO:0060351
	cartilage development involved in endochondral bone morphogenesis
	3/37
	1.09e-04
	0.005

	CC
	GO:0005604
	basement membrane
	4/38
	3.29e-05
	0.003

	CC
	GO:0062023
	collagen-containing extracellular matrix
	6/38
	1.16e-04
	0.005

	CC
	GO:0034774
	secretory granule lumen
	5/38
	3.58e-04
	0.006

	CC
	GO:0071437
	invadopodium
	2/38
	4.27e-04
	0.006

	CC
	GO:0060205
	cytoplasmic vesicle lumen
	5/38
	4.53e-04
	0.006

	MF
	GO:0004859
	phospholipase inhibitor activity
	3/38
	1.98e-06
	1.50e-04

	MF
	GO:0055102
	lipase inhibitor activity
	3/38
	6.08e-06
	2.31e-04

	MF
	GO:0046790
	virion binding
	2/38
	2.00e-04
	0.005

	MF
	GO:0044548
	S100 protein binding
	2/38
	4.63e-04
	0.009

	MF
	GO:0004857
	enzyme inhibitor activity
	5/38
	0.001
	0.018

	KEGG
	hsa05132
	Salmonella infection
	4/14
	6.92e-04
	0.032

	KEGG
	hsa04530
	Tight junction
	3/14
	0.003
	0.064





