Supplementary. Figure List
Supplementary. Figure 1
A) The full spectrum of co-occurring alterations in SWI/SNF complex---“Origimed” China Cohort.
B) Frequency of altered individual genes within SWI/SNF mutant vs SWI/SNF wild-type subgroups---“Origimed” China Cohort.
C) The full spectrum of co-occurring alterations in SWI/SNF complex---Western MSKCC “Zehir” Cohort.
D) Frequency of altered individual genes within SWI/SNF mutant vs SWI/SNF wild-type subgroups-- Western MSKCC “Zehir” Cohort.
Supplementary Figure 2. Flow chart of enrolled patients in SYSUCC NSCLC cohort.
Supplementary. Figure 3. Response to immunotherapy in SWI/SNF mutant advanced NSCLC
A) Comparison of Overall survival between SWI/SNF mutant patients receiving Atezolizumab or Docetaxel (POPLAR/OAK cohort).
B) Association between SWI/SNF mutant status and survival outcome for advanced NSCLC patients when treated with Atezolizumab (POLAR/OAK cohort).
C) Comparison of Progression-free survival between SWI/SNF mutant patients receiving chemoimmunotherapy or chemotherapy as first-line treatment (SYSUCC cohort).
D) Association between SWI/SNF mutant status and treatment outcome for advanced NSCLC patients when receiving first-line chemoimmunotherapy (SYSUCC Cohort).
Supplementary. Figure 4
TP53(A) and KEAP1/STK11(B) mutation status affected the treatment outcome of ICIs for patients with SWI/SNF mutations.
Supplementary. Figure 5. SWI/SNF mutation status and response to immune checkpoint inhibitors therapy.
Kaplan-Meier curve comparing PFS of patients treated with immune checkpoint inhibitors whose tumors did or did not harbor SWI/SNF mutation in the Anagnostou's Cohort(A), Hellmann's Cohort(B), and Rizvi's Cohort(C).
Supplementary. Figure 6. High TMB and PD-L1 expression level of SWI/SNF mutant patients with TP53 alterations.
A-F. Analysis of tumor mutation burden (TMB) values in WES paltform----Anagnostou’s Cohort(A) and Hellmann’s Cohort(B); Next-generation sequencing paltform---Rizvi’s Cohort(C), Zehir’s Cohort(D), and Samstein’s Cohort(E); and blood panel---POPLAR/OAK Cohort(F).
G-I. Analysis of PD-L1 expression level in three independent immunotherapy cohorts---Anagnostou’s Cohort(G) and Hellmann’s Cohort(H) and Rivizi's Cohort(I).
Supplementary. Figure 7
A-D. RNA sequencing GSEA supports memory functions of CD8+ and CD4+ T cells in SWI/SNFmut&TP53mut patients, as compared with SWI/SNFmut&TP53WT patients (TCGA-NSCLC Cohort).
E-F. "Cytokine signaling in immune system" and "Immunoregulatory interactions between a lymphoid and a non-lymphoid cell pathway" were downregulated in SWI/SNFmut & STK11/KEAPWT group compared to SWI/SNFmut&STK11/KEAP1WT group (TCGA-NSCLC Cohort).
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Table 1. Basic clinical features of SWI/SNF mutant patients with advanced NSCLC who received chemoimmunotherapy or chemotherapy as first-line treatment in the SYSYCC Cohort.
Table 2. Comparison in the clinical and genomic characteristics of advanced NSCLC patients with or without SWI/SNF mutation.
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Supplementary. Table 3. Demographic and clinical characteristics of SWI/SNF mutant patients with advanced NSCLC who received Docetaxel or Atezolizumab in the POPLAR/AOK Cohort.
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