



	Alignment methods
	Using our alignment method
	Using EMBOSS Needle alignment program*
	Using MUSCLE alignment program*
	Using Clustal omega alignment program

	Alignment measures
	Identity percent
	Similarity percent
	Score without gap penalty
	Gaps percent
	Identity percent
	Similarity percent
	Score without gap penalty
	Gaps percent
	Identity percent
	Similarity percent
	Score without gap penalty
	Gaps percent
	Identity percent
	Similarity percent
	Score without gap penalty
	Gaps percent

	First Example:  Chin. TF vs Cow TF
	47.20%
	62.21%
	1913
	11.60%
	45.22%
	60.66%
	1529
	11.34%
	44.70%
	70.70%
	1786
	10%
	42.20%
	63%
	1649
	14.40%

	Second Example:  CpGV vs NeseNPV
	25.32%
	45.45%
	1525
	15.42%
	22.06%
	40.40%
	557
	15.60%
	17.14%
	39.00%
	783
	26%
	16.30%
	40.39%
	872
	26%

	Third Example:  AdorGV vs BmNPV
	27.00%
	49.03%
	1897
	16.34%
	24.40%
	45.00%
	942
	13.82%
	22%
	50.88%
	1382
	19.43%
	19%
	44.22%
	1786
	19.43%


         Table 4: Comparison between the results of our alignment method and the results of EMBOSS Needle, MUSCLE, and Clustal omega alignment programs
*Using affine gap penalty function in dynamic program cause a downward bias in the number of inferred indels [20],[40].













