Fig. S1 Antibacterial assessment of phage VS1 on V. splendidus at an absorbance wavelength of 600 nm. 

Fig. S2 The crystal structures of the phage VS1 tail fiber genes ORF42 (a), ORF61 (b), ORF64 (c) and ORF82 (d) were compared using the Protein Data Bank (PDB) database.
