
BLCA-C1 (HR = 1.14)
BLCA-C2 (HR = 1.09)
BLCA-C3 (HR = 0.89)

BLCA-C4 (HR = 1.85)
BLCA-C5 (HR = 0.63)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
FGFR3 Missense
HRAS Missense
KMT2B Missense
KMT2C Missense
PDGFRA Missense
TP53 Truncation
CDKN2A Truncation
PTEN Truncation
PTPRD Truncation
RB1 Truncation
CCNE1 Amp
ERBB2 Amp
CDKN2A Loss
CDKN2B Loss
MTAP Loss
FGFR1 Loss
RB1 Loss
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

BLCA (All continuous features z-scored)



BRCA-C1 (HR = 0.97)
BRCA-C2 (HR = 0.61)
BRCA-C3 (HR = 1.08)

BRCA-C4 (HR = 1.02)
BRCA-C5 (HR = 1.07)

Cluster

PR Status

ER Status

HER2 Status

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
AKT1 Missense
BRCA2 Missense
CREBBP Missense
ERBB2 Missense
FBXW7 Missense
NOTCH1 Missense
PBRM1 Missense
PIK3CA Missense
RB1 Missense
RNF213 Missense
SPEN Missense
TP53 Truncation
BRCA1 Truncation
CREBBP Truncation
JAK2 Truncation
KMT2C Truncation
KMT2D Truncation
MYC Amp
CDKN2A Amp
CDKN2B Amp
MTAP Amp
TERC Amp
TERT Amp
PRKCI Amp
PIK3CA Amp
AGO2 Amp
CCND1 Amp
CCNE1 Amp
SOX2 Amp
FGF19 Amp
FGF4 Amp
FGF3 Amp
RAD21 Amp
PTEN Amp
EGFR Amp
ERBB2 Amp
BCL6 Amp
FGFR1 Amp
KRAS Amp
CDK12 Amp
CDK6 Amp
ATR Amp
NOTCH2 Amp
CDKN2A Loss
CDKN2B Loss
MTAP Loss
PTEN Loss
RB1 Loss
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

BRCA (All continuous features z-scored)



CESC-C1 (HR = 1.3)
CESC-C2 (HR = 1.28)

CESC-C3 (HR = 0.61)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
PIK3CA Missense
PTPRD Missense
TP53 Truncation
FAT4 Truncation
TERT Amp
MDM2 Amp
CCND1 Amp
FGF19 Amp
FGF4 Amp
FGF3 Amp
EGFR Amp
CDK4 Amp
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

CESC (All continuous features z-scored)



COAD-C1 (HR = 1.43)
COAD-C2 (HR = 1.22)
COAD-C3 (HR = 1.13)
COAD-C4 (HR = 0.5)

MSI-H
MSI-L
MSS
No MSI Status

Cluster

MSI Status

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
ARID2 Missense
BRAF Missense
BRCA2 Missense
CREBBP Missense
FAT1 Missense
FAT4 Missense
FBXW7 Missense
FGFR3 Missense
JAK2 Missense
KMT2A Missense
KMT2B Missense
KMT2C Missense
KMT2D Missense
KRAS Missense
LRRK2 Missense
MET Missense
MGA Missense
MKI67 Missense
NF1 Missense
NOTCH1 Missense
PBRM1 Missense
PCLO Missense
PDE4DIP Missense
POLQ Missense
PREX2 Missense
PRKDC Missense
RET Missense
RNF213 Missense
ROS1 Missense
SETD2 Missense
SPEN Missense
TRRAP Missense
ZFHX3 Missense
TP53 Truncation
APC Truncation
ARID1A Truncation
BRCA2 Truncation
CREBBP Truncation
KMT2B Truncation
KMT2C Truncation
KMT2D Truncation
PCLO Truncation
PTEN Truncation
ROS1 Truncation
ZFHX3 Truncation
FGFR1 Amp
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

COAD (All continuous features z-scored)



COADREAD-C1 (HR = 1.58)
COADREAD-C2 (HR = 0.97)
COADREAD-C3 (HR = 1.34)
COADREAD-C4 (HR = 0.56)

MSI-H
MSI-L
MSS
No MSI Status

Cluster

MSI Status

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
AKT2 Missense
APC Missense
ARID2 Missense
ATM Missense
ATRX Missense
BRAF Missense
BRCA2 Missense
CREBBP Missense
CTNNB1 Missense
EGFR Missense
EP300 Missense
FAT1 Missense
FAT4 Missense
FBXW7 Missense
FGFR3 Missense
GRIN2A Missense
JAK2 Missense
KIT Missense
KMT2A Missense
KMT2B Missense
KMT2C Missense
KMT2D Missense
LRRK2 Missense
MET Missense
MGAM Missense
MKI67 Missense
NF1 Missense
NOTCH1 Missense
NSD1 Missense
PBRM1 Missense
PCLO Missense
PDE4DIP Missense
PDGFRA Missense
PIK3CA Missense
POLQ Missense
PREX2 Missense
PRKDC Missense
PTPRB Missense
PTPRD Missense
RELN Missense
RET Missense
RNF213 Missense
ROS1 Missense
SETD2 Missense
SPEN Missense
TRRAP Missense
ZFHX3 Missense
TP53 Truncation
APC Truncation
ARID1A Truncation
ARID2 Truncation
ATM Truncation
BRCA1 Truncation
BRCA2 Truncation
CREBBP Truncation
CTNNB1 Truncation
ERBB4 Truncation
KMT2B Truncation
KMT2C Truncation
KMT2D Truncation
LRP1B Truncation
MGA Truncation
NF1 Truncation
PBRM1 Truncation
PCLO Truncation
PRKDC Truncation
PTEN Truncation
RELN Truncation
ROS1 Truncation
SETD2 Truncation
SPEN Truncation
ZFHX3 Truncation
AGO2 Amp
RAD21 Amp
RB1 Amp
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

COADREAD (All continuous features z-scored)



ESCA-C1 (HR = 1.16)
ESCA-C2 (HR = 0.95)

ESCA-C3 (HR = 0.83)
ESCA-C4 (HR = 1.07)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
CDKN2A Missense
ERBB2 Missense
LRP1B Missense
MGAM Missense
PREX2 Missense
TP53 Truncation
CDKN2A Truncation
KMT2D Truncation
PTEN Truncation
TERC Amp
TERT Amp
PRKCI Amp
PIK3CA Amp
AGO2 Amp
CCND1 Amp
SOX2 Amp
FGF19 Amp
FGF4 Amp
FGF3 Amp
ERBB2 Amp
BCL6 Amp
CDK12 Amp
ATR Amp
CDKN2A Loss
CDKN2B Loss
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

ESCA (All continuous features z-scored)



GBM-C1 (HR = 1.14)
GBM-C2 (HR = 1.11)

GBM-C3 (HR = 0.95)
GBM-C4 (HR = 0.88)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
IDH1 Missense
MGAM Missense
TP53 Truncation
ATRX Truncation
NF1 Truncation
EGFR Amp
CDK4 Amp
CDKN2A Loss
CDKN2B Loss
MTAP Loss
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

GBM (All continuous features z-scored)



HNSC-C1 (HR = 1.13)
HNSC-C2 (HR = 1.21)

HNSC-C3 (HR = 0.44)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
APC Missense
ATRX Missense
FGFR3 Missense
TP53 Truncation
CDKN2A Truncation
FAT1 Truncation
NSD1 Truncation
PCLO Truncation
RB1 Truncation
MDM2 Amp
CCND1 Amp
FGF19 Amp
FGF4 Amp
FGF3 Amp
EGFR Amp
NOTCH2 Amp
CDKN2A Loss
PTEN Loss
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

HNSC (All continuous features z-scored)



KIRC-C1 (HR = 1.58)
KIRC-C2 (HR = 0.66)

KIRC-C3 (HR = 1.0)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
IDH2 Missense
MET Missense
PTPRB Missense
TP53 Truncation
FAT4 Truncation
FGFR3 Truncation
GRIN2A Truncation
KMT2A Truncation
PBRM1 Truncation
TERC Amp
PRKCI Amp
PIK3CA Amp
ERBB2 Amp
RB1 Amp
CDK12 Amp
CDKN2A Loss
CDKN2B Loss
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

KIRC (All continuous features z-scored)



KIRP-C1 (HR = 2.22)
KIRP-C2 (HR = 0.78)
KIRP-C3 (HR = 6.0)

KIRP-C4 (HR = 0.5)
KIRP-C5 (HR = 0.75)
KIRP-C6 (HR = 0.74)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
FGFR3 Missense
KRAS Missense
MET Missense
RELN Missense
TP53 Truncation
CREBBP Truncation
KMT2A Truncation
SETD2 Truncation
CCND1 Amp
FGF19 Amp
FGF4 Amp
FGF3 Amp
EGFR Amp
CDK6 Amp
CDKN2A Loss
CDKN2B Loss
MTAP Loss
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

KIRP (All continuous features z-scored)



LGG-C1 (HR = 1.58)
LGG-C2 (HR = 1.57)
LGG-C3 (HR = 0.8)

LGG-C4 (HR = 0.88)
LGG-C5 (HR = 0.65)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
EGFR Missense
IDH1 Missense
IDH2 Missense
NOTCH1 Missense
PTEN Missense
TP53 Truncation
ATRX Truncation
NF1 Truncation
PTEN Truncation
SETD2 Truncation
MYC Amp
TERC Amp
MDM2 Amp
PRKCI Amp
PIK3CA Amp
SOX2 Amp
RAD21 Amp
EGFR Amp
CDK4 Amp
CDKN2A Loss
CDKN2B Loss
MTAP Loss
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

LGG (All continuous features z-scored)



LIHC-C1 (HR = 0.87)
LIHC-C2 (HR = 1.35)

LIHC-C3 (HR = 0.99)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
CTNNB1 Missense
NSD1 Missense
PTPRT Missense
SETD2 Missense
TP53 Truncation
PCLO Truncation
PTPRT Truncation
CDKN2A Loss
CDKN2B Loss
FGFR1 Loss
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

LIHC (All continuous features z-scored)



LUAD-C1 (HR = 1.44)
LUAD-C2 (HR = 0.76)

LUAD-C3 (HR = 0.85)
LUAD-C4 (HR = 0.94)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
AKT2 Missense
BRCA1 Missense
BRCA2 Missense
EGFR Missense
FAT1 Missense
KRAS Missense
LRP1B Missense
PTPRD Missense
SETD2 Missense
TP53 Truncation
ATM Truncation
MGAM Truncation
MKI67 Truncation
NF1 Truncation
NOTCH1 Truncation
NRAS Truncation
PCLO Truncation
PTEN Truncation
PTPRT Truncation
MYC Amp
TERC Amp
TERT Amp
PRKCI Amp
PIK3CA Amp
AGO2 Amp
SOX2 Amp
RAD21 Amp
EGFR Amp
ERBB2 Amp
BCL6 Amp
FGFR1 Amp
CDK4 Amp
ATR Amp
RB1 Loss
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

LUAD (All continuous features z-scored)



LUSC-C1 (HR = 1.18)
LUSC-C2 (HR = 1.11)
LUSC-C3 (HR = 1.07)

LUSC-C4 (HR = 1.15)
LUSC-C5 (HR = 0.63)
LUSC-C6 (HR = 0.94)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
FGFR3 Missense
KRAS Missense
PTPRB Missense
PTPRT Missense
TP53 Truncation
ARID2 Truncation
CDKN2A Truncation
GRIN2A Truncation
PTEN Truncation
RB1 Truncation
TERC Amp
TERT Amp
PRKCI Amp
PIK3CA Amp
SOX2 Amp
FGF4 Amp
RAD21 Amp
BCL6 Amp
ATR Amp
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

LUSC (All continuous features z-scored)



OV-C1 (HR = 1.01)
OV-C2 (HR = 1.11)

OV-C3 (HR = 0.87)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
LRP1B Missense
PRKDC Missense
PTPRB Missense
TP53 Truncation
RB1 Truncation
MYC Amp
RAD21 Amp
FGFR1 Amp
CDK4 Amp
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

OV (All continuous features z-scored)



PAAD-C1 (HR = 0.86)
PAAD-C2 (HR = 1.48)

PAAD-C3 (HR = 1.45)
PAAD-C4 (HR = 0.24)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
KRAS Missense
LRP1B Missense
TP53 Truncation
CDKN2A Amp
CDKN2B Amp
FGFR1 Loss
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

PAAD (All continuous features z-scored)



PCPG-C1 (HR = 0.96)
PCPG-C2 (HR = 0.96)

PCPG-C3 (HR = 1.3)
PCPG-C4 (HR = 0.86)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
HRAS Missense
TP53 Truncation
NF1 Truncation
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

PCPG (All continuous features z-scored)



PRAD-C1 (HR = 0.0)
PRAD-C2 (HR = 7.42)

PRAD-C3 (HR = 7.78)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
KMT2D Missense
POLQ Missense
TP53 Truncation
PTEN Truncation
ZFHX3 Truncation
MYC Amp
AGO2 Amp
CCND1 Amp
FGF19 Amp
FGF4 Amp
RAD21 Amp
NOTCH2 Amp
PTEN Loss
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

PRAD (All continuous features z-scored)



READ-C1 (HR = 1.7)
READ-C2 (HR = 0.65)
READ-C3 (HR = 0.98)
MSI-H

MSI-L
MSS
No MSI Status

Cluster

MSI Status

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
BRAF Missense
KRAS Missense
NF1 Missense
PBRM1 Missense
PDE4DIP Missense
TP53 Truncation
APC Truncation
MGA Truncation
PCLO Truncation
PTEN Truncation
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

READ (All continuous features z-scored)



SARC-C1 (HR = 0.93)
SARC-C2 (HR = 1.12)

SARC-C3 (HR = 0.76)
SARC-C4 (HR = 1.72)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
FAT1 Missense
TP53 Truncation
ABL1 Truncation
NF1 Truncation
RB1 Truncation
MYC Amp
TERC Amp
TERT Amp
MDM2 Amp
PRKCI Amp
AGO2 Amp
CCNE1 Amp
SOX2 Amp
CDK4 Amp
CDKN2A Loss
CDKN2B Loss
MTAP Loss
RB1 Loss
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

SARC (All continuous features z-scored)



SKCM-C1 (HR = 1.12)
SKCM-C2 (HR = 1.16)

SKCM-C3 (HR = 0.94)
SKCM-C4 (HR = 0.84)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

SKCM (All continuous features z-scored)



STAD-C1 (HR = 1.57)
STAD-C2 (HR = 0.97)
STAD-C3 (HR = 1.9)
STAD-C4 (HR = 0.63)
STAD-C5 (HR = 0.69)

MSI-H
MSI-L
MSS
No MSI Status

Cluster

MSI Status

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
APC Missense
ARID1A Missense
ATM Missense
BRCA2 Missense
CREBBP Missense
EGFR Missense
EP300 Missense
FAT1 Missense
FAT4 Missense
FBXW7 Missense
KMT2A Missense
KMT2D Missense
KRAS Missense
LRP1B Missense
MGA Missense
NF1 Missense
NOTCH1 Missense
NSD1 Missense
PCLO Missense
PDE4DIP Missense
PIK3CA Missense
PRKDC Missense
RELN Missense
RET Missense
RNF213 Missense
SPEN Missense
TRRAP Missense
ZFHX3 Missense
TP53 Truncation
APC Truncation
ARID1A Truncation
ARID2 Truncation
CTNNB1 Truncation
KMT2B Truncation
KMT2D Truncation
MGA Truncation
POLQ Truncation
PTEN Truncation
RNF213 Truncation
SPEN Truncation
ZFHX3 Truncation
MYC Amp
TERT Amp
PIK3CA Amp
AGO2 Amp
CCNE1 Amp
RAD21 Amp
EGFR Amp
BCL6 Amp
RB1 Amp
CDK4 Amp
MTAP Loss
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

STAD (All continuous features z-scored)



TGCT-C1 (HR = 3.87)
TGCT-C2 (HR = 0.17)

TGCT-C3 (HR = 0.17)
TGCT-C4 (HR = 5.61)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
KIT Missense
KRAS Missense
NRAS Missense
PIK3CA Missense
TP53 Truncation
MYC Amp
AGO2 Amp
RAD21 Amp
KRAS Amp
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

TGCT (All continuous features z-scored)



THCA-C1 (HR = 2.0)
THCA-C2 (HR = 0.76)

THCA-C3 (HR = 3.55)
THCA-C4 (HR = 0.34)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
BRAF Missense
HRAS Missense
KMT2C Missense
NRAS Missense
TP53 Truncation
EGFR Amp
CDK6 Amp
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

THCA (All continuous features z-scored)



THYM-C1 (HR = 1.75)
THYM-C2 (HR = 1.75)

THYM-C3 (HR = 0.43)

Cluster

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
ARID2 Missense
EP300 Missense
ERBB2 Missense
IDH1 Missense
KIT Missense
NOTCH1 Missense
PRKDC Missense
RELN Missense
RNF213 Missense
SETD2 Missense
TRRAP Missense
TP53 Truncation
FAT4 Truncation
PBRM1 Truncation
SPEN Truncation
MDM2 Amp
KRAS Amp
CDK4 Amp
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

THYM (All continuous features z-scored)



UCEC-C1 (HR = 1.04)
UCEC-C2 (HR = 0.94)
UCEC-C3 (HR = 0.64)
UCEC-C4 (HR = 1.87)

MSI-H
MSI-L
MSS
No MSI Status

Cluster

MSI Status

Stromal Fraction
Aneuploidy Score
Silent Mutation Rate
Nonsilent Mutation Rate
ploidy
Genome doublings
TP53 Missense
BRCA2 Missense
CREBBP Missense
CTNNB1 Missense
EP300 Missense
FAT1 Missense
FBXW7 Missense
GRIN2A Missense
KMT2B Missense
KMT2C Missense
KMT2D Missense
KRAS Missense
MET Missense
MGA Missense
MGAM Missense
MKI67 Missense
NF1 Missense
NOTCH1 Missense
NSD1 Missense
PDGFRA Missense
PIK3CA Missense
PRKDC Missense
PTEN Missense
PTPRT Missense
SETD2 Missense
SPEN Missense
TRRAP Missense
TP53 Truncation
ARID1A Truncation
FAT4 Truncation
KMT2B Truncation
KMT2C Truncation
KMT2D Truncation
MET Truncation
MGA Truncation
NF1 Truncation
NSD1 Truncation
PCLO Truncation
PREX2 Truncation
PTEN Truncation
RB1 Truncation
SETD2 Truncation
ZFHX3 Truncation
MYC Amp
TERC Amp
TERT Amp
PRKCI Amp
PIK3CA Amp
AGO2 Amp
CCNE1 Amp
SOX2 Amp
RAD21 Amp
ERBB2 Amp
BCL6 Amp
CDK12 Amp
COL1A1
COL1A2
COL2A1
COL3A1
COL4A1
COL4A2
COL4A3
COL4A4
COL4A5
COL4A6
COL5A1
COL5A2
COL5A3
COL6A1
COL6A2
COL6A3
COL6A6
COL7A1
COL8A1
COL8A2
COL9A1
COL9A2
COL9A3
COL10A1
COL11A1
COL11A2
COL12A1
COL13A1
COL14A1
COL15A1
COL16A1
COL17A1
COL18A1
COL19A1
COL20A1
COL21A1
COL22A1
COL23A1
COL24A1
COL25A1
COL26A1
COL27A1
COL28A1
ADIPOGENESIS
ALLOGRAFT_REJECTION
ANDROGEN_RESPONSE
ANGIOGENESIS
APICAL_JUNCTION
APICAL_SURFACE
APOPTOSIS
BILE_ACID_METABOLISM
CHOLESTEROL_HOMEOSTASIS
COAGULATION
COMPLEMENT
DNA_REPAIR
E2F_TARGETS
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
ESTROGEN_RESPONSE_LATE
FATTY_ACID_METABOLISM
G2M_CHECKPOINT
GLYCOLYSIS
HEDGEHOG_SIGNALING
HEME_METABOLISM
HYPOXIA
IL2_STAT5_SIGNALING
IL6_JAK_STAT3_SIGNALING
INFLAMMATORY_RESPONSE
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
KRAS_SIGNALING
KRAS_SIGNALING_DN
KRAS_SIGNALING_UP
MITOTIC_SPINDLE
MTORC1_SIGNALING
MYC_TARGETS_V1
MYC_TARGETS_V2
MYOGENESIS
NOTCH_SIGNALING
OXIDATIVE_PHOSPHORYLATION
P53_PATHWAY
PANCREAS_BETA_CELLS
PEROXISOME
PI3K_AKT_MTOR_SIGNALING
PROTEIN_SECRETION
REACTIVE_OXYGEN_SPECIES_PATHWAY
SPERMATOGENESIS
TGF_BETA_SIGNALING
TNFA_SIGNALING_VIA_NFKB
UNFOLDED_PROTEIN_RESPONSE
UV_RESPONSE
UV_RESPONSE_DN
UV_RESPONSE_UP
WNT_BETA_CATENIN_SIGNALING
XENOBIOTIC_METABOLISM

2 0 2

UCEC (All continuous features z-scored)


