Table 1:
Abbreviation: FC, fold change
P < 0.05 was considered statistically significant (PD-L1 / PD-L2 dKO mice vs. WT C57BL / 6J mice).
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Table 2:
Abbreviations: BP, biological process; CC, cellular component; DEG, differentially expressed gene; GO, Gene Ontology; MF, molecular function.
P<0.05 was considered statistically significant.
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Table 3:
Abbreviations: DEG, differentially expressed genes; KEGG, Kyoto Encyclopedia of Genes and Genomes.
P<0.05 was considered statistically significant.
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The differentially expressed genes between PD-L1/ PD-
L2 double gene knockout mice and wild-type C57BL / 6J mice (top 10).
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GO enrichment analysis of up- and down-regulated DEGs (top 30)
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KEGG pathway enrichment analysis of up- and down-regulated DEGs (top 20)
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