Additional files 2: CDS sequences and translated amino acid sequences of 28 Chinese pine NF-Ys.
  
These are the CDS sequences of 28 Chinese pine NF-Ys
>PtNF-YA5|Pita_unigene11741
ATGATGCAGAACGTGACTACGAAACTCGGCCCTGAAATCAGTCAAATAGATGAACAGCAGAAACCACCAATTCAACAACAGCAGGTTCCGTCGACTGGCATATTGCCTGCACATGCAGAGTCTGTGATGCGGCAAGCTCAACTTGAGTTAGGACCTACAGGCAATGCTTTTTGGCAAGCTCAAGCTGCATACCCATATCCAGAGCCCTTCTACGGAAGCTATGTTGCAACATATGGGGCACAAGCTATGATTCCTCCTCATATGTTTGGAGTGCAGCAAGCTGGTCTTCCATTACCACCATCAGACATGGTCGAGGAACCTCCAGTGTATGTAAATGCAAAACAATATCGTGGAATTTTGCGACGACGACAATCTCGGGCAAAAGCAGAGTCTGAGAACAAGCTGATAAAATGTAGAAAGCCGTATCTTCATGAATCTCGACACCGCCATGCTTTAAGACGAGCAAGGGGTTGTGGTGGTCGGTTTCTTAACACCAAAAATGATGGAAGCAATGAGAAAGATGTGTCAGGGGATAATGATTCTCATGATTCTACAGGTCAAAGTAATAAGGTGCTAAATCCTGATTCAGGAAAGGATGGTACCTCACATGATTTGAATGGGATTCAACACATAGGTAATTTAGCACCAATTGGCAATGGCATCAGTGCTCATTCTGGAACAGTCTCTCCTGGTCAAGTTGGAATGGGTGAAAGTGTGTCAAATGGATCACATTACACATATAATCAAAGGCGAGGATTTCATTCATCTGCATTTCATCCTCTTTCAGTCAGCACTACAGAGAGTGGCCAAGTTGGAGGCGTGGTTTCCAGTGGAGGCCACCATACAGCAGTAGCAACCCAA
>PtNF-YA4|Pita_unigene12015
ATGATGAGTATCACCATGCAAGCTCCGCCAGAGTATGGAGTTCAGGGCGGGCATGTTGGGCAGCCTGGCCTGCCTTCTGCGAGTCCGTGGTGGCCTGGAATTGGGTCATCCTGCGATCAGTTGAAGACGATGGACCACTCGGCTCCTGTGAGACAATTGGGTATCCAACTTCAGCAGTCTTCTGCAATGCTCCAATCTCAAGCAGTTGAAGGTCCAGCGCAATTGTTAGCTACCACTATGCCACGCGTAACAACTCATTCTGGTTACGATAAGGGTAATGGAGTTGAACCACAACATCAAATATCGTCAAAAACAATTAATTGTTCTGCTCCGTCAGATTGCTTTGTGCCACAGAGTCAACAAGAAATTGATCATTCAATTGCTCGTGCTACTTACCCTTATACGGAGCCCTATTTTGGAGGTATTTTCGCTACTTATGGACCTCAGGCTATGATTCATCCCCATATGCTTGGAGTGCAACAGGCTCGTATGCCCTTACGAATAGAAACAGAAGAAGAACCTGTATATGTAAATGCAAAACAATACCATGGGATCTTGCGACGCAGACAATTACGAGCCAAGGCAGAATCAGAAAAAAAAGTGATAAAAGTTAGGAAGGTTGGAAGC
>PtNF-YA6|Pita_unigene12516
ATGATGCAGAACATGACTACAAAACTCGGCACTGAAAGCAGTCCATCAGATGAGCAACAGAAACAGCCACTGCACCAGCAGCAGGTTCCGCCAACAGGCATATCACCTGCACATGCAGAATTTATGACACGACAAACTCAACTTGAGCTAGGACACACTGGAACTGATACTTTGTGGCAAGCTCGAACTGCATATCCATATCCTGATCCCTTTTATGGAAACTATGTCGCAGCATATGGTGCACAAGCCATGATTCCTCCTCATATGCTGGGGGTGCCTCAAGCTGGTCTTCCATTACCACCATCAGATGCCGTTGAGGAACCTCCCGTCTATGTAAATGCGAAACAATATTATGGAATTTTGAGACGCCGACAATCACGAGCAAAAGCAGAGTCTGAGAACAAGCTGGTAAAGTCTAGAAGGCCATATCTTCATGAATCCCGGCACCTCCATGCTTTAAGACGAGCAAGGGGTTGTGGTGGTCGTTTTCTTAACACCAAAAAAGACGGAAATAATCAGGAAGTTGCGTCAGGAGATCAGGATTCTCATGATTCTACAGGCCAAGATAATAAGGTGGTCAATCCTGATGCAGGGAAGGATGTTGCATTACAAGTGTCTGACAGGATGCAACGTACTGATGGTGTAGCATTTATAGGCAATGGCATTAGCACTCCTCATCCTGGAACTGTTGGTCCTGGTCAAGTAGGAGTGGCTGTAAGTGTGACAAATGGCGCACATTACAATTATCCTCAGAGGCGAGGATTTCATTCATCTGCATTTCATTCTATTTCATCTGGGAAAGCAGAAAGTGGCCAAGTGGGAGGCATGGTTTCAAATGGAGGCCACCATACAGCAGTAGCAACCCAA
>PtNF-YA9|Pita_unigene40560
ATGACCGTTCGGGAATTTTTGCAAAGAGAAGAAGGTTCTAAACTCATCATGCAAGGCGTTGACTTTAAAGAGCATAGACAATCTGAGGGGCAGCCCAATATATCATCTGCTGTTCCTGCGATGCCATGGTGGAATGGGTTTGGGTCTCAGCTTCCCCAGTCTGCATGGTGTGCTCCTGTGAAGCCATTATTCGTAGATCACCCAAACAGAGTTCCGGGTGCTGTAAAACAAGTGGCAAGTCAATCACAGCAGCTGGAACAACCATCAACTCAAGTTGCTGTTCAGTCACAGTCTGAAGGTGAAGCTATGTTGGCGGGAACAAGAAGAATGCCCATGTCAAACCAGTTAGGTTACAGTGGAGCTAATGGTGAAAAACAACGCCAACATCAGCCTACAAAATCTATAATTGGTTCAGCCCCAACTGAATACCTAGTGCCACATGCACAGTTGGACTTCAATCATTCTATTGCTTGTGCTGCATATCCATATGCTGATCCATATTTTGGAGGTATTTTGGCTGCTTATCCAGCTCAAGCTATGATTCATCCCAACATGCTTGGGGTGCAACAGGCTCGCATGCCCTTGCCATTGGATATGACAGAAGAAGAACCAGTATATGTTAATGCTAAACAATATCATGGGATTCTCAGGCGCAGACAACTGCGAGCGAAGGCAGAGTCTGAGAATAAACTGATTAAGACCAGGAAGCCATATCTACATGAATCTCGACATCTTCATGCGATGAAGAGAGCGAGAGGGTGTGGTGGTCGCTTTCTGAACACCAAAAAGTTAGAGGACTCAAAAGCAAATGTGGATAATGGAAAGACACCAGAAGGACATACTGCGCAAGCTGGGAGTTCTTCAGGTTCTGAAGTTCTGCAATCTGAAAATGGAAATGGAAATTCTACCCAGGAGGTACATGGTGCTTGTGGGATGTCAGGCTCAGAAGTTACTAGCATTGCACAGTCATCTGAAAATGGTACAACTTATCAATATTCTCATACTAATGGAACATATCTTAACCACTATCAACATCCACAGTTCCATATATCAGCTTTTCACCCACTCTCAAGTGGAGGCGAGGAAGGCAGCAGTGCAAAAGGTGGGAGCATAATATCTGGTGGATCACAACAACGAGTTGTTGTGATCCAG
>PtNF-YA8|Pita_unigene41396

ATGCATACTGTAAGCCAAAAAGTACAGGGTGCAGTTGTGGGAATGTGTAGTCCACTGTCATCTCTCATGTCTTGGGGAAATGGGGCTGGGTCCCAGATGACGAATGCGGGATCGTATAATCTGCTCACTGCTTGTTTTGTGGACCGCTCAAATGCACTAGATGCTTCTCTAAAAGAAGCAGCTGCCCAATCCCAGCAACTGCAAGTATTGGCTCAATTGCAGCAGCCGGGGAGTGGAGGCGTGAATAAGGGAATGACTAGAATGCAACTCTCGCCAACTAAATCCGGATATGGTGTTACTATTGCAAATGGCCAGCACCATCAGCCACATGTGGCATCAACTCTCCATTCAACTTCTCCAGAGTACCATGTGCCACGTACTCAATTGGAACTTGGTCATTCCATTGCTCATGTAACATATCCTTGCGCTGATCCTTACTTTGGAGCTATCGTCGATGCTTATGGAGATCACGTGATGAATCCTCAAATACTTGGGTTCCATCAGGGTCGCATGCCTCTGCCATCTGATGTGATTGAAGACGAACCTGTCTATGTCAATGCTAAACAATACCGTGGAATTTTGCGACGTCGACAATCTCGAGCCAAAGCAGAATTAGGAAATAAGCTCATCAAAGTAAGGAAGCCCTATCTCCATGAATCTCGTCATCTTCATGCAATGCGAAGAGCAAGGGGATGTGGTGGTCGCTTCCTAAATACAAAATTGTTGGAGACAAAAAAGGTTAATGCTGACAATGGGAAATTAACAGATGGACAACATGCACAGACTGTTAGTTCATCAAGCACTGAAGCTTTGCAGTCTGAAAATGGAAATATGAATTCTTCAGAGGTACATGGTAATTCAGGTCTGTCAGGATCAGAAGTTACAAGCATGTCAGAATCATGCCCTGATGGAACAGGTTACAGCTATAATCAAGGGAATGGAGGGTATCTTTCACATTTCCATTTATTGGGTTTCAGTCCTCTTTCAGATGGAAGTGGTGAAGTAGAGAGTGGGCAAGGTATGGGATATAGCATCAAATGGGTTGCAGCAGATAACTGCTGTGATCCAATGAAAGTT
>PtNF-YA7|Pita_unigene42483
ATGATGAGTATCACCATGCAAGCTCCGCCAGAGTATGGAGTTCAGGGCGGGCATGTTGGGCAGCCTGGCCTGCCTTCTGCGAGTCCGTGGTGGCCTGGAATTGGGTCATCCTGCGATCAGTTGAAGACGATGGACCACTCGGCTCCTGTGAGACAATTGGGTATCCAACTTCAGCAGTCTTCTGCAATGCTCCAATCTCAAGCAGTTGAAGGTCCAGCGCAATTGTTAGCTACCACTATGCCACGCGTAACAACTCATTCTGGTTACGATAAGGGTAATGGAGTTGAACCACAACATCAAATATCGTCAAAAACAATTAATTGTTCTGCTCCGTCAGATTGCTTTGTGCCACAGAGTCAACAAGAAATTGATCATTCAATTGCTCGTGCTACTTACCCTTATACGGAGCCCTATTTTGGAGGTATTTTCGCTACTTATGGACCTCAGGCTATGATTCATCCCCATATGCTTGGAGTGCAACAGGCTCGTATGCCCTTACGAATAGAAACAGAAGAAGAACCTGTATATGTAAATGCAAAACAATACCATGGGATCTTGCGACGCAGACAATTACGAGCCAAGGCAGAATCAGAAAAAAAAGTGATAAAAGTTAGGAAGCCATATCTGCATGAATCTCGACATCTTCACGCTATGCGAAGAGCAAGGGGTTGTGGGGGTCGTTTTCTCAACACAAAGAAGTTAGACCCATCAAAAGTGAGTACTGATAATGGAAAGGGATCAGAGGGTGCTCTAGTACAGGCTGGAAGTTCTTCAGGTTCTGAAGGATTTCAGTCACAAGATGGAAATCCAAGAATTTTACAGGAGGTACATGGTACTACTTCAAGAATGTCAAGCTTAAAAGTTACCAACATGGAAAAATCATACACCGATGAAAAAGGCTACCTTTACCCTCGTAACAATGGTGTATATCACAGTGGCCGCCTGCAGCAACATTTCCATGTGTCTGCTTTCCATCATATTTCTAGTGGAGGTGATAAGGGAGAGGGCGGAGATGCAAGGGGCCTTGTATCAAATGGATCTCAGCAGAGGGCTGTTGAGATCCTG
>PtNF-YA3|Pita_unigene43998
ATGGAGAACACGCCTACACATACTGTTTCAGGCATTGATGGAAGTGCTCCAGACGAGCAGCAACCTCAGGCTGATCCTGTGCAACAGGAGGCTCCACCACCTGGCATGATACCGCCACCTGCCATGACTTTGCTACCTCCTGAATTTGTGATGCCACACACTCAACTGGAACTAGGACAAACAATGGTGAGAGCTGCATATCCTTATCCAGATCCCTACTTTGGAGGCATTGTTGCAGCATATGGTCCACAAGCTGTGATTCATCCCCATATGTTAGGGGTTCCCCATGCTGGTGTTCCATTGCCATCAGATGCAATTGAGGAGCCTGTATATGTCAATGCAAAGCAATATAATGGAATTTTGCGACGTCGACAATCTCGAGCAAAGGCAGAGTCCGAGAACAAACTGATAAAGAACAGAAAGCCTTATCTTCATGAATCTCGACATTTACATGCACTAAAGCGAGCGAGGGGATGTGGAGGTCGGTTTCTCAATGCCAAAAAACCGGATGAGGTGTCACAGGAAAATAATTCGAATGGTAGTATTGTACTTGTATCAAGTGTTGATAAACCTGATGCAGAAAAGAAAAACTCTTCACAGCAGAACACGGATTCC
>PtNF-YA1|Pita_unigene60921
ATGGAGAACACGCCTACACATACTGGCATTGATGGAAGTGCTCCAGACGAGCAGCAACCTCAGGCTGATCCTGTGCAACAGGAGGCTCCACCACCTGGCATGATACCGCCACCTGCCATGACTTTGCTACCTCCTGAATTTGTGATGCCACACACTCAACTGGAACTAGGACAAACAATGGTGAGAGCTGCATATCCTTATCCAGATCCCTACTTTGGAGGCATTGTTGCAGCATATGGTCCACAAGCTGTGATTCATCCCCATATGTTAGGGGTTCCCCATGCTGGTGTTCCATTGCCATCAGATGCAATTGAGGAGCCTGTATATGTCAATGCAAAGCAATATAATGGAATTTTGCGACGTCGACAATCTCGAGCAAAGGCAGAGTCCGAGAACAAACTGATAAAGAACAGAAAGCCTTATCTTCATGAATCTCGACATTTACATGCACTAAAGCGAGCGAGGGGATGTGGAGCAAGGATCATCTGT
>PtNF-YA2|Pita_unigene63081
ATGATACCGCCACCTGCCATGACTTTGCTACCTCCTGAATTTGTGATGCCACACACTCAACTGGAACTAGGACAAACAATGGTGAGAGCTGCATATCCTTATCCAGATCCCTACTTTGGAGGCATTGTTGCAGCATATGGTCCACAAGCTGTGATTCATCCCCATATGTTAGGGGTTCCCCATGCTGGTGTTCCATTGCCATCAGATGCAATTGAGGAGCCTGTATATGTCAATGCAAAGCAATATAATGGAATTTTGCGACGTCGACAATCTCGAGCAAAGGCAGAGTCCGAGAACAAACTGATAAAGAACAGAAAGCCTTATCTTCATGAATCTCGACATTTACATGCACTAAAGCGAGCGAGGGGATGTGGAGGTCGGTTTCTCAATGCCAAAAAACCGGATGAGGTGTCACAGGAAAATAATTCGAATGGTAGTATTGTACTTGTATCAAGTGTTGATAAACCTGATGCAGAAAAGAAAAACTCTTCACAGCAGAACACGGATTCC



>PtNF-YB7|Pita_unigene2172
ATGGGCGGCAGCGATTTCTCTGTGAAAGAGCAGGATCGGTTCCTGCCCATAGCCAACGTGGGGCGCATAATGAAGAAGGCCCTGCCCGCCAATGGCAAGGTTTCGAAGGACGCCAAAGAAACTGTGCAGGAGTGCGTCTCTGAGTTTATCAGTTTCATCACCGGCGAGGCCTCCGACAAGTGCCAGCGGGAAAAGAGAAAGACGATCAACGGCGACGATCTGCTGTGGGCGATGACAACCCTAGGGTTTGAGGACTATGTTGAGCCCCTCAAGATCTATCTCCACAAGTACAGAGAAATGGAGGGCGAGAAGGTCTCTATGGCCAAACAAGGAGACCCGACTCCTTCCAAGGAAGGTAACAACGCCATTAATGGCTCCTCAATTGAAAACCCTAATGCTAATGCTTACAGTGGTTTGAACCCCAGCGGTTATAATAGGGTACAGTCGCAGTCTCTGCCACATATGCAGCAGGCTGCCTATGGGCAACCGCCAGGTGGAATGGTCTATGGCCACCACGGCCACATTATGGGGGCTTACAATATGACCGCCCCGAATAGCAGTGGTGGAAATAGCAGTGGTCAGCAACAGCAGCAAGCCCCCAGAGGCCAATGG
>PtNF-YB4|Pita_unigene6096
ATGGCAGAAGATGCAAGCCCAACCAGCCAGGATAACAGCACCTCCGAGGATGGAGATAGAGAAAATTGTGCTGTAAGAGAACAGGACAGGTTTATGCCTATTGCAAATGTCATCAGGATCATGAGAAAAGTCCTCCCAACACATGCGAAAATTTCTGATGATGCAAAGGAAACAATACAGGAATGTGTTTCAGAATTTATCAGTTTCATCACTAGCGAAGCGAATGACCGGTGCCAAAAGGAACAAAGGAAGACTATCACTGCCGAGGATGTTTTATGGGCCATGAACAAGTTAGGCTTTGACAATTACATGGATCCATTGACTCTCTACCTTCAGAGATACAGAGATATTGAGGGTGATCACAGGGGTTCGATCAGAGGAGATACCCTTACAAAGAAAGATTCAAGTTCCCTGACTTTCTCTACGGGCTTTCAGATGAATCATCAAGGACACTACAGTACAAGACTGGGCTATTATAAGGACTCCATGACAAATGCCAACATTCACTTTGATCCATATGCTCCATACAAG
>PtNF-YB2|Pita_unigene17122
ATGGCGGAAGCTGGCAGCCCGGGCAGCCAGGAAAGTCCTCGTTCTGGGGAACAAAGCCCCCAGTCCAGCGTGCGGGAGCAGGACAGGTTCCTACCCATCGCCAACATTAGCCGCATCATGAAGAAGGCGCTGCCGGCGAACGGCAAGATCGCTAAAGACGCCAAGGAGACCGTGCAGGAGTGTGTCTCGGAGTTTATCAGCTTCATCACCAGCGAGGCCAGTGACAAATGCCAGCGAGAAAAGAGGAAGACAATCAACGGCGATGACTTGCTCTGGGCCATGAGCACGCTAGGGTTTGAAGATTATATCGAGCCCTTGAAGGTTTACTTGCTCATGTACAGAGAGGCGGAGGGTGACAATAAGGGATCTTCAAAATCTGGAGTAGACCAATATGGAAAGAAAGAGTCAAATGTACATCAAGGTATTCCAAATATGCAGCAGTCTCAGATGCAGCATCATCATATGGTTACAATGCAGGGCAATGATCTGTCA
>PtNF-YB5|Pita_unigene27227
ATGTTTGTAGGTATGATGTCCGAAGTTGGCAGCCCTACAAGCCAGGACAGCCGCAACTCTGAGGATGGAGAGAGGGAGAACTGTGCTGTGAGAGAGCAAGATAGGTTCATGCCCATTGCTAATGTCATTAGGATTATGAGGAAAGTTCTACCCACCCATGCAAAGATTTCTGATGATGCAAAGGAGACCATTCAAGAATGTGTGTCTGAGTACATAAGCTTCATCACCAGTGAAGCGAACGATCGTTGCCAGAAGGAGCAGAGAAAAACTATCACTGCTGAAGATGTTCTCTGGGCTATGAGCAAGTTGGGCTTTGATGATTATGTGGAGCCATTAACTATTTACCTCCAGAAATACAGAGATGCTGAAGGCGATCACAGAGGCTCAATCAGGGGTGAACCCCTTCCAAAGAAAGAGATGAGTGGTCTAGCTAATTTGCCTGCTGGTTTTCAGATGGGTCATCCTCCTCTTTATGGCACCTCAGGAATGGGCTATTACAAGGATTCAATCACAGGTTCTAATATCAATTATGATCCCTATGCTCAGTATAAG
>PtNF-YB3|Pita_unigene39726
ATGACAAAAAAACACATTCTAATTGTATTTATTCATCTCCCCTCCAAGCAGAGAGCAGCGGCAGCCATGGCAGACTTAGCGAGCTCCGTCACCAGCCAAGAAAGTCCTCACTCAGAAGATACGAACAATAACAGCCAAAACCAGGGTTCCAATGCCCGGGAGCAGGATCGATTCCTCCCCATTGCGAACATAAGCCGAATTATGAAGAAGGCAGTTCCTGCCAACGCCAAGATCGCAAAGGACGCCAAGGACACCGTCCAAGAATGCGTTTCCGAGTTCATCAGTTTCATTACCAGCGAGGCCAGCGACAAGTGCCAGCGTGAAAAGCGGAAGACAATCAACGGAGACGATTTGTTATGGGCCATGGGTACTCTAGGGTTTGAGGACTACGTGGAGCCTCTCAAGCTTTACTTGCACAAATATAGAGAGGCGGAGGGTGACAGCAAAGGAGCTGCTACTAGCAGATCTGGTGTGGGAGATCCTACTAAGAAAGATTCAAGTAATTTTGGAGCATTACCAAATATTAGG
>PtNF-YB8|Pita_unigene41178
ATGGCGACCACTAGGCATCAGCGCAGTCCCGATAGCAGCCCGCGCTCGGAGGATGAATCAGGAGCGCACACGTACAGCAACCAGGATGGTTCCGTGAAGGAACAGGATCGATTTCTGCCCATTGCTAATGTGAGCAGAATCATGAAGAAAGCCCTTCCAGCCAATGCCAAGATATCGAAAGATGCCAAGGAGACGGTGCAGGAATGCGTTTCAGAGTTCATCAGTTTCATCACTGGGGAAGCCTCTGACAAGTGTCAGAGGGAGAAGAGGAAGACCATCAATGGGGACGACCTGCTGTGGGCAATGGGAACTCTAGGGTTTGAAAACTATGTAGAGCCCCTCAAGGTCTACCTGCAAAAGTACAGAGAATTGGAAGGTGAAAAGACATCAATGGCCAAACAGAGTGGCGATCAGTCTCCTTCCAAGGATGCATCTAGTGGCAGTACTGTTAATGGGTCTACTGCAGGCAATCCCAGTATAAGCCCTGGCAGCTCTGTTAAATATAGCGGTGGCTACTATCCACAGCCCTATGGGAGCCAAGCTGCACAGATGTATGGACAGCATCAGATGGTAGCTCCTTATCAGATGCATATCAACACTGGCAAAGCTGGTGGTGCAGGGGCTGCTAACAGTGGAGATCATCATCCTAGAGGGCAGTGG
>PtNF-YB6|Pita_unigene42866
ATGGCTTACAACCGCAAACATGCCGGCGCCGCCACCAGCCCGGACAGCAGCCTGGGCTCAGACAACGAGTCGGGCGGCGGAGGAGAAGGGCAGTCGACGAAGAATGGCAATGGCAACTACATCAGAGAGCAGGATCGCCTGCTCCCCATAGCGAACGTGGGGCGGATAATGAAGCGGGCGCTGCCGGGGAATGCGAAAATCTCCAAAGACGCGAAGGAGACGGTGCAGGAATGTGTGTCGGAGTTCATCAGCTTCATTACCGGCGAGGCCTCTGACAAGTGCCAGAGAGAGAAGCGGAAAACCGTCAACGGTGATGATCTTCTCTGGGGGATGACCACCCTTGGCTTCGAAGACTACGTGGAGCCGCTCAAGATATATTTGAACAAGTACAGGGAGCTCGAGGGGGAGAAGTCTTCCATGGCGGCGCCGCCCAGACAGAGCGACCAGCAGCACCACCACCATGTGAACGGAAGCGATCCGCATCCATATGGCCATTCGCCCCACGGTCCTATGGCTTACCACGTGCCCGGAGGTGGAGCTTTCGGGCATGGAAGG
>PtNF-YB1|Pita_unigene46750
ATGGCACATAACAGCAATTCCTACTCAACCAAAAACACCCTCAAAGACAATAATCAGAGCAACGAGGTGTATTTTCCATTGGCCGTTGTGGGCAGAATAATGCAGAAAAGGAAGGGCGTGAATGAGGAGGAGTCGAGAGAAGCCCAGGAGGCCGTGCAGCAGTGCGTGACGGAGTTTATCAGCATTATTACCTGGGTGGCGTGTGACAGGTGCATGGTAAACCAGCGTAAGACTATGAACGCTGATGATTTGCTATGGGCATTAGAAGTATGGGCATTAGAAGTTTTAGGGTTTAAAGACTACATATTTCCATTGCGTCGGTATTTAGAGAAATACCGGGCATGGGAGGGGAGAAAACAAGCGGAAGCGGGCCCTTCACAAGGTCAGGCTGGTTCTACAAGTGAATCCGTAAGATGTCGAGGGCTCATC
>PtNF-YB9|Pita_unigene62067
ATGGCAGAGAACTATGGCAGCCCGGATAGCAGCCCCCGGTCGGAGAACGAATCCGGCGGCGGTCACATGGGCGGCAGCGATTTCTCTGTGAAAGAGCAGGATCGGTTCCTGCCCATAGCCAACGTGGGGCGCATAATGAAGAAGGCCCTGCCCGCCAATGGCAAGGTTTCGAAGGACGCCAAAGAAACTGTGCAGGAGTGCGTCTCTGAGTTTATCAGTTTCATCACCGGCGAGGCCTCCGACAAGTGCCAGCGGGAAAAGAGAAAGACGATCAACGGCGACGATCTGCTGTGGGCGATGACAACCCTAGGGTTTGAGGACTATGTTGAGCCCCTCAAGATCTATCTCCACAAGTACAGAGAAATGGAGGGCGAGAAGGTCTCTATGGCCAAACAAGGAGACCCGACTCCTTCCAAGGAAGGTAACAACGCCATTAATGGCTCCTCAATTGAAAACCCTAATGCTAATGCTTACAGTGGTTTGAACCCCAGCGGTTATAATAGGGTACAGTCGCAGTCTCTGCCACATATGCAGCAGGCTGCCTATGGGCAACCGCCAGGTGGAATGGTCTATGGCCACCACGGCCACATTATGGGGGCTTACAATATGACCGCCCCGAATAGCAGTGGTGGAAATAGCAGTGGTCAGCAACAGCAGCAAGCCCCCAGAGGCCAATGG




>PtNF-C6|Pita_unigene1846
ATGGCTGGATCCGCCACGAAGCGCAAGGGAAATAGTGAAGAAGGCAAGGCTAAGAAGCTATCGCCATACTTCAATTTCTGCAACCTCAACAGAGAAAAGGTCAAGCAATCGCACCTTAACATCCCCGCAACAAAAGCTCTCTCTCAGCTATGGAAATCCCTCACAGATGCGCAGAAGGCAGAATACAATCAACCTCATCCCCATCCGGAGCCCTCAAAAGAGGATAAACAGGTACAACGGCAACAAGAGCAGGAATCTCATTCAGTCGGAGCAGATTCCCCACAAAATGGTGATACCCAGAAGGAGAACGAGGATGAAGAGGCCGCGGAGGAGGGCAATGAAAATTCAAATGCAAATGCGCCACCGTTTCCTCTGGCTCGATTGAAGCGAATCATAAAGTTGGACAGAGACGTTCGTCAAGTAACTGGTGAGGCCGTCTGGGTAATGGCAACCGCCGTGCAGTCCTTCCTGGAAATTCTGACCGAGAGCGCTTGGAGAGTGGCCATGGAGAAGAAACACAAGACCATTAGATTGGATGATATTGCGTCAGCAGTCTCCAGGCAGAGGAGAATGTCGGACTTTCTTGAAGATTCGCTGTCCACCTTTGGCAAAGGGGATGGCGGCGGCGATAGCGAGGACGAAGAAGAACATGAGCCCAAACCCTCCCAGAAACCCCACAAGCCCCCGCCTCCTCCTCCTCCAGGGACTCGCAGTATCAAAGACTTTTTCTCTTCTAAGCCGCAGGCCCAGGTT
>PtNF-C3|Pita_unigene5387
ATGCAAGCTGATGAGGACATTGGCAAGATTGCACAGGCAGTGCCTCTCTTAGTATCAAAATCTTTGGAGCTATTTTTACAAGACCTCTGTGATCGAACATATGAAATAACCCTTCAGAGGGGTGCTAAGACTGTGAGTGCTTCACATCTGAAACAATGTGTGCACAGGTACAATGTTTTTGATTTCCTACGAGAGATAGTGAACAAGGTCCCAGACATGGGGGGTTCGGATGCTGCTACTGGTGAAGAGAGGAATGGTGGGCGGAGGAGAAAAGCTCAAGAAGGAGACGAAAATGAGAGTGATGAGGATGAAGTTAAGAGGGCTAGGATGGGTGCACACCATGGAAGCGGAAGAGGACGGGGAAGAAGAGGTAGAGGCAGAGGATCAAGAGGTGGTTCAAGTGGGAGAAATGGCATTACAGTTGAGAAGTTTGAGGATGAAGACCTAGATTTGTCATCTGAGCACAGTGAAAAACAGGAGAAAGTTTCAGAAATATTTACTGATGTTAACACTGAAACAAGAGAGACCAAGGTAGCAGTGAATTTGGTGAGCACTCCTGTGGTAAGAGACTTTGATCTTAACATGGAGCTGGATGAGAGTGGGGTTGTTGCAAGCATGCCGACACAACCTGCTGTCAAACTGGAACACCATCCCAGTGACGCTGCAAATGTGCCTGTTATTGTTAAAGAGGCTGATGAATTTCCTAGCGATGTTCCAATTGTGCAACATCCTATTAAACAGGAAGAGCAATATCCTAATTGGTCTCATTCTGATGTAGATAATGTAGCCATAGATTCGATGCAGTTTCATGTGCACTCAGATAGAATTGTTGATCAGGATGAAGATGATTATGACGAGGATGGA
>PtNF-C4|Pita_unigene12943
ATGGAGCAGCAAGCCCCAGGCCAGCAGCAGCCAGTTATGGGGGTTGTCAGTGGTCCACCTCAGATGCCCTATGGTACAGCGCCTTATCAAACAGCTCAGTTGGTTGCACCGGTTGCTCCAGCCTCTGTTGTTGGAACTGTTCAGTCTCCTGGCCAGCCTGCATCTGCATATCCTGCAACTGCTGCTCAGCTAGCTGCACAACATCAGTTGGCTTACCAACATCTTCATCAGCAACAACAACAGCAGCAACAGCAACAGCTACAGATTTTTTGGGCTAATCAGATGCATGATATAGAACAGACATCAGACTTCAAGAACCATAGTTTGCCATTGGCTAGAATCAAGAAAATTATGAAGGCAGATGAAGATGTGAGGATGATTTCAGCTGAGGCGCCTGTGATTTTTGCAAAAGCTTGTGAAATGTTCATTTTGGAGCTTACCCTGCGCTCATGGATTCATACAGAAGAAAATAAGCGACGCACTTTACAGAAGAATGACATTGCAGCTGCCATAACTAGAACAGATATCTTTGATTTCCTCGTGGATATTGTACCAAGAGATGAGTTGAAGGAGGAGGGTCTTGGCATTCCCAGAGGACCTGTCCCTGTTGGAACGCCAGCCGAAGCTATACCATATTATTATGTTCCTCAGCAGCATCCAGCAGCACAGGTTGCACCTCCTGGAATGATTGTTGGCAAGCCAGTGGATCCTGCAATGTATGCTCAACAACCCCGCCCTCCTGTTGCTTATATGCCGCAGCAGATGTGGCCACAACAACAAATGCCAGAGCAGTCCAGGGGCCCATCCTCTAGCAGT
>PtNF-C8|Pita_unigene15378
ATGGATCAGCAGCAGCCCACAATACCAGCACTACCTCAAGTGGGTTATGGCACAAATCCATATATAGCCCCTCCGATTGGTGGTCCTCCACACCCACAACTAGCATCATACCATCAACAGCTTCAGGCCTTCTGGGGTAATCAGATGAGGGAGGTTGAGCAGGCGCAGGACTTCAAGACCCACAGCCTGCCTCTGGCCAGAATTAAGAAGATCATGAAGGCAGACGAGGATGTGAAGATGATCTCTGCAGAGGCACCGGTGGTGTTTGCCAAGGCATGCGAGATGTTCATACTGGAACTGACCTTGAGGTCATGGATTCATACCGAGGAGAACAAGAGAAGAACTTTGCAGAAGAATGACATAGCTGCAGCCATTGGTAGGACCGATATATTTGATTTCCTTGTTGATATTGTGCCTAGAGATGAATTCAAGGATGAGGGGTTGGTGATCCCTAGGGCTGCAGGTGCCGTGCCCTTCATGGGTCCTGGGGATAACGTGCCATCTTATTACTATGTTGCACAGCAAGCTCCCAACATGGCGGCTTATGCCCCTCCTACTCAGCAAATGAGGTCCAAAGCACCCGCACCTCCTCCTCATGGCAGCAGT
>PtNF-C9|Pita_unigene16781
ATGTTCATCAATGAGCTTACTCTCAGGGCCTGGATTCACACTGAAGAAAACAAGAGACGAACCCTGCAGAAGAACGATATAGCTGCGGCCATAGCCAGGACTGATATATTCGATTTCCTGATCGATATTGTTCCCAGGGATGAGTTGAAGGAGGATCAGGTTATTAATCTTGGAAACCCTAGATCTGTACTCTCAGTTGGAAGCAGCAGTACCAACGCTGCTGCTGCTGCTGTTGGTGCTGCTAATTCTTTTCCTTACTATTATTTACCCAACCAGCATTCTGTGCCTCATGGTGTGTTTGTTGGGAAACCCATGGATCCCACCATTTATATGCAGCAGCCACAGTCTCCCGTGGCTTACATGCCTAATATATGGCAGTGGGGACATGTACAGGCAGACCAATCCAAGTCGCCTAACCCTGCAAGT
>PtNF-C10|Pita_unigene34094
ATGTTCATCAATGAACTTACTCTCAGGGCCTGGAATCACACTGGAGAAACCAAGAGACGAACCCTACAGAAGAACGATATTGCTGCGGCAATAAATGGGGCTGACATGTTCGATTTTCTGATCGATATTTTTCCTAGGGACGAGTCGAAGGAGGATCAACTTACTAATCTTGCAACCCCTGCATCTTCTATCTCAGTTGGAAGTTGCAGTTCTAACGCTGGTGGTGTTAATTCTTTCCCCTATTATTCTTTACCCAACCAGCATTCTGCGCCTCATGGGGTGATTGTTGGGAAACCCGTGGATCCTGCTATTTATATGCAACAGTCAGGGGCTTCTGTGGGCTATATGCAGAATATGTTGCAGCGGGGATTTATGTATACAGAAAAATCGAGGTCACCCAATTCTGGT
>PtNF-C1|Pita_unigene43117
ATGGACCACCACAACCACCACCAACATCATCCATCTTCTTCTTCCGGCGGAGCGGCGCCGCAAGGCATGTCTCAGGGCTATCCGGGCGGGGCAGCTGCACAGCCCTCGCCTGTGGGCATGCAGGGACAGGCCGGGCAGATAGTGCAGGCTGGTCTTCACCAGAGTGGAGGGCAGCAGGCCTTCCACCACCACCACATGCAGCAACAACAGCAGCAGCAGCAGCAGCTCCATATGTTCTGGGCTTTTCAAATGCAAGAAATCGAGCAGGTGAGCGACTTCAAGAATCACCAGCTCCCCCTCGCCCGAATCAAGAAAATCATGAAGGCCGACGAGGATGTTCGCATGATATCGGCGGAGGCCCCCGTTCTGTTTGCCAAGGCCTGCGAGATGTTCATTCTGGAGCTCACCATGCGCTCATGGATACACGCCGAAGAAAACAAACGGAGAACGTTGCAGAAGAATGACATTGCGGCTGCCATTACCAGAACTGACATATTCGATTTCCTGGTGGACATTGTGCCCAGGGACGACCTCAAGGAGGAGGGTTTGGGTTTAGGGTTTGCCAGAGGTGGCGTAACCCCCGAGGGTTCTTTCTATTACCCTCCTTCCATGCCCCAATCGCCACATCAGCAGGGAATGATGGGCTCCTCTTCCATCATGATGGGCAGACCTGTTCCACTTCAGATGGACCCATCGGCCATGTATATGCACCAACAGCAGCAGCCCCGTCCCTATGGAATGCCAACTCATCCTCACCAGTCCATGTGGCAGCACCCTCATCATCCTCATCAGCAGCAGCAACAGCAACAAATGCCGGACGGACAAAGTTATGGACATCCACATCAGCAGCAGCAGCAGCACATGCCAGATGGCCAGCCTTATGGGCAACAGCAGATGACAGATGAACATTCTTATGGAACTCCCCCTCGTTCTGCCAAC
>PtNF-C5|Pita_unigene43379
ATGGATAAGCAATCCACGATGCAACACATGCCGATTCAGTACGATGTAACGCCTTATCAGGCTGCGCAGAATCTGGTCCCTGTTGCTCGTGGAACGTTTCCACAGCCCCAGACTTCTTCATATGTTCAAGCAGCTCACGCTCTCCCTCCGTCTGCCCATCATAATCAGTTAGCCTACCAGCACCAACTTCACCAACACCAACAGCAGCAACTCCACCACCAACAGAAGCAGCAGATTGAGTTTTTCTGGGGCAACCAGATGCAGGGAATCGAGCAATCTGTGGATTTCAGAAATCACAGCCTCCCTCTGGCGAGAATCAAGAAGATAATGAAGTCAGACGAGGATGTCAGAATGATATCTGCAGAAGCTCCGGTGGTTTTTGCCAAAGCCTGCGAGATGTTCATCAATGAACTTACTCTCAGGGCCTGGTTTCACACTGAAGAAAACAAGAGACGGACCCTGCAGAAGAACGATATAGCTGCGGCCATAGCTAGGACTGATATTTTCGATTTTCTGGTCGATATTGTGCCGAGGGATGAGTTGAAGGAGGATCAGGTTATCAATCTTGGAACCCCTACAGCTTCTCTCTCAGTTGGAAGCAGCAGTTCTAACGCTGGTGGTGCTAATTCTTTCCCTTTTTATTATCTACCCAACCAGCATTCTGCGCCCCGTGGAGTCATTGTTGGGAAACCTATGGATCCCGCTATTTATATGCAACAGCCACGGTCTCCTGTGGCCTATATGCACAATATGTTGCAGCGTGGATACATGCACACAGACGAATCAAAATCACCCAACTCTGGA
>PtNF-C7|Pita_unigene44600
ATGGAAGGCAAGTACCCACATCTTCAAAGCTCAGCAACACCACCTGTTTCTCATGGACCATCAAGCTTGATGCATAATTCGCTCTTCCAGCAACAGCAGCCACAGATGCCTCTGCAACATCATCAGCAGCAGCTACAGGGGTTAATGCAGCCTCATCTCCATTACATGCAAATCCAGAAACAGCAGCTGCAGATGTTTTGGCAACAGCAGATGCAAGAGATGGAACAAGTTGCAGAGTTTAAGCAGCATCAACTTCCTCTTGCCAGAATTAAGAAAATAATGAAATCTGATGAAGATGTGAAGATGATAAGTGCTGAAGCCCCTGTCCTATTCTCAAAGGCATGCGAGCTTTTCATTTTGGAGCTTACATTACGTTCATGGTTACATACTGAAGAGAACAAAAGACGTACTTTGCAGAGAAACGATATTGCAGGAGCTATAAGTAGGGGTGATGTTCTTGATTTTCTTCTTGATATTGTTCCTAGAGATGAAGTCAAGGATGAGGAATATGGAGGACACTGGACTGGGATTCCTCATGCAGAATCTATGTCTTACGGAGGGATACACTATCCACTCATGCATGCTCAGCCTTACCATCACAATTTTAACCCTGATGTGATGGCTGCTCAACAAACAATGTCTCAGCAATTAATGTCACAGCAGCCTTTAATGCCAGACCAGCCGTTGATGTACCAACCTCCGCAGCAA
>PtNF-C2|Pita_unigene59735
ATGAAGAAAAAACTCGATACTCGATTTCCTGCGTCTCGGATTAAAAAGATAATGCAAGCTGATGAGGACATTGGCAAGATTGCACAGGCAGTGCCTCTCTTAGTATCAAAATCTTTGGAGCTATTTTTACAAGACCTCTGTGATCGAACATATGAAATAACCCTTCAGAGGGGTGCTAAGACTGTGAGTGCTTCACATCTGAAACAATGTGTGCACAGGTACAATGTTTTTGATTTCCTACGAGAGATAGTGAACAAGGTCCCAGACATGGGGGGTTCGGATGCTGCTACTGGTGAAGAGAGGAATGGTGGGCGGAGGAGAAAAGCTCAAGAAGGAGACGAAAATGAGAGTGATGAGGATGAAGTTAAGAGGGCTAGGATGGGTGCACACCATGGAAGCGGAAGAGGACGGGGAAGAAGAGGTAGAGGCAGAGGATCAAGAGGTGGTTCAAGTGGGAGAAATGGCATTACAGTTGAGAAGTTTGAGGATGAAGACCTAGATTTGTCATCTGAGCACAGTGAAAAACAGGAGAAAGTTTCAGAAATATTTACTGATGTTAACACTGAAACAAGAGAGACCAAGGTAGCAGTGAATTTGGTGAGCACTCCTGTGGTAAGAGACTTTGATCTTAACATGGAGCTGGATGAGAGTGGGGTTGTTGCAAGCATGCCGACACAACCTGCTGTCAAACTGGAACACCATCCCAGTGACGCTGCAAATGTGCCTGTTATTGTTAAAGAGGCTGATGAATTTCCTAGCGATGTTCCAATTGTGCAACATCCTATTAAACAGGAAGAGCAATATCCTAATTGGTCTCATTCTGATGTAGATAATGTAGCCATAGATTCGATGCAGTTTCATGTGCACTCAGATAGAATTGTTGATCAGGATGAAGATGATTATGACGAGGATGGA
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>PtNF-YA1|Pita_unigene60921
MENTPTHTGIDGSAPDEQQPQADPVQQEAPPPGMIPPPAMTLLPPEFVMPHTQLELGQTM
VRAAYPYPDPYFGGIVAAYGPQAVIHPHMLGVPHAGVPLPSDAIEEPVYVNAKQYNGILR
RRQSRAKAESENKLIKNRKPYLHESRHLHALKRARGCGARIIC
>PtNF-YA2|Pita_unigene63081
MIPPPAMTLLPPEFVMPHTQLELGQTMVRAAYPYPDPYFGGIVAAYGPQAVIHPHMLGVP
HAGVPLPSDAIEEPVYVNAKQYNGILRRRQSRAKAESENKLIKNRKPYLHESRHLHALKR
ARGCGGRFLNAKKPDEVSQENNSNGSIVLVSSVDKPDAEKKNSSQQNTDS
>PtNF-YA3|Pita_unigene43998
MENTPTHTVSGIDGSAPDEQQPQADPVQQEAPPPGMIPPPAMTLLPPEFVMPHTQLELGQ
TMVRAAYPYPDPYFGGIVAAYGPQAVIHPHMLGVPHAGVPLPSDAIEEPVYVNAKQYNGI
LRRRQSRAKAESENKLIKNRKPYLHESRHLHALKRARGCGGRFLNAKKPDEVSQENNSNGSIVLVSSVDKPDAEKKNSSQQNTDS
>PtNF-YA4|Pita_unigene12015
MMSITMQAPPEYGVQGGHVGQPGLPSASPWWPGIGSSCDQLKTMDHSAPVRQLGIQLQQSSAMLQSQAVEGPAQLLATTMPRVTTHSGYDKGNGVEPQHQISSKTINCSAPSDCFVPQSQ
QEIDHSIARATYPYTEPYFGGIFATYGPQAMIHPHMLGVQQARMPLRIETEEEPVYVNAK
QYHGILRRRQLRAKAESEKKVIKVRKVGS
>PtNF-YA5|Pita_unigene11741
MMQNVTTKLGPEISQIDEQQKPPIQQQQVPSTGILPAHAESVMRQAQLELGPTGNAFWQA
QAAYPYPEPFYGSYVATYGAQAMIPPHMFGVQQAGLPLPPSDMVEEPPVYVNAKQYRGILRRRQSRAKAESENKLIKCRKPYLHESRHRHALRRARGCGGRFLNTKNDGSNEKDVSGDNDSHDSTGQSNKVLNPDSGKDGTSHDLNGIQHIGNLAPIGNGISAHSGTVSPGQVGMGESVSNGSHYTYNQRRGFHSSAFHPLSVSTTESGQVGGVVSSGGHHTAVATQ
>PtNF-YA6|Pita_unigene12516
MMQNMTTKLGTESSPSDEQQKQPLHQQQVPPTGISPAHAEFMTRQTQLELGHTGTDTLWQARTAYPYPDPFYGNYVAAYGAQAMIPPHMLGVPQAGLPLPPSDAVEEPPVYVNAKQYYGILRRRQSRAKAESENKLVKSRRPYLHESRHLHALRRARGCGGRFLNTKKDGNNQEVASGDQDSHDSTGQDNKVVNPDAGKDVALQVSDRMQRTDGVAFIGNGISTPHPGTVGPGQVGVAVSVTNGAHYNYPQRRGFHSSAFHSISSGKAESGQVGGMVSNGGHHTAVATQ
>PtNF-YA7|Pita_unigene42483
MMSITMQAPPEYGVQGGHVGQPGLPSASPWWPGIGSSCDQLKTMDHSAPVRQLGIQLQQSSAMLQSQAVEGPAQLLATTMPRVTTHSGYDKGNGVEPQHQISSKTINCSAPSDCFVPQSQ
QEIDHSIARATYPYTEPYFGGIFATYGPQAMIHPHMLGVQQARMPLRIETEEEPVYVNAK
QYHGILRRRQLRAKAESEKKVIKVRKPYLHESRHLHAMRRARGCGGRFLNTKKLDPSKVSTDNGKGSEGALVQAGSSSGSEGFQSQDGNPRILQEVHGTTSRMSSLKVTNMEKSYTDEKGYLYPRNNGVYHSGRLQQHFHVSAFHHISSGGDKGEGGDARGLVSNGSQQRAVEIL
>PtNF-YA8|Pita_unigene41396
MHTVSQKVQGAVVGMCSPLSSLMSWGNGAGSQMTNAGSYNLLTACFVDRSNALDASLKEAAAQSQQLQVLAQLQQPGSGGVNKGMTRMQLSPTKSGYGVTIANGQHHQPHVASTLHSTSPEYHVPRTQLELGHSIAHVTYPCADPYFGAIVDAYGDHVMNPQILGFHQGRMPLPSDVIEDEPVYVNAKQYRGILRRRQSRAKAELGNKLIKVRKPYLHESRHLHAMRRARGCGGRFLNTKLLETKKVNADNGKLTDGQHAQTVSSSSTEALQSENGNMNSSEVHGNSGLSGSEVTSMSESCPDGTGYSYNQGNGGYLSHFHLLGFSPLSDGSGEVESGQGMGYSIKWVAADNCCDPMKV
>PtNF-YA9|Pita_unigene40560
MTVREFLQREEGSKLIMQGVDFKEHRQSEGQPNISSAVPAMPWWNGFGSQLPQSAWCAPVKPLFVDHPNRVPGAVKQVASQSQQLEQPSTQVAVQSQSEGEAMLAGTRRMPMSNQLGYSGANGEKQRQHQPTKSIIGSAPTEYLVPHAQLDFNHSIACAAYPYADPYFGGILAAYPAQAMIHPNMLGVQQARMPLPLDMTEEEPVYVNAKQYHGILRRRQLRAKAESENKLIKTRKPYLHESRHLHAMKRARGCGGRFLNTKKLEDSKANVDNGKTPEGHTAQAGSSSGSEVLQSENGNGNSTQEVHGACGMSGSEVTSIAQSSENGTTYQYSHTNGTYLNHYQHPQFHISAFHPLSSGGEEGSSAKGGSIISGGSQQRVVVIQ
>PtNF-YB1|Pita_unigene46750
MAHNSNSYSTKNTLKDNNQSNEVYFPLAVVGRIMQKRKGVNEEESREAQEAVQQCVTEFISIITWVACDRCMVNQRKTMNADDLLWALEVWALEVLGFKDYIFPLRRYLEKYRAWEGRKQAEAGPSQGQAGSTSESVRCRGLI
>PtNF-YB2|Pita_unigene17122
MAEAGSPGSQESPRSGEQSPQSSVREQDRFLPIANISRIMKKALPANGKIAKDAKETVQE
CVSEFISFITSEASDKCQREKRKTINGDDLLWAMSTLGFEDYIEPLKVYLLMYREAEGDN
KGSSKSGVDQYGKKESNVHQGIPNMQQSQMQHHHMVTMQGNDLS
>PtNF-YB3|Pita_unigene39726
MTKKHILIVFIHLPSKQRAAAAMADLASSVTSQESPHSEDTNNNSQNQGSNAREQDRFLP
IANISRIMKKAVPANAKIAKDAKDTVQECVSEFISFITSEASDKCQREKRKTINGDDLLW
AMGTLGFEDYVEPLKLYLHKYREAEGDSKGAATSRSGVGDPTKKDSSNFGALPNIR
>PtNF-YB4|Pita_unigene6096
MAEDASPTSQDNSTSEDGDRENCAVREQDRFMPIANVIRIMRKVLPTHAKISDDAKETIQ
ECVSEFISFITSEANDRCQKEQRKTITAEDVLWAMNKLGFDNYMDPLTLYLQRYRDIEGD
HRGSIRGDTLTKKDSSSLTFSTGFQMNHQGHYSTRLGYYKDSMTNANIHFDPYAPYK
>PtNF-YB5|Pita_unigene27227
MFVGMMSEVGSPTSQDSRNSEDGERENCAVREQDRFMPIANVIRIMRKVLPTHAKISDDA
KETIQECVSEYISFITSEANDRCQKEQRKTITAEDVLWAMSKLGFDDYVEPLTIYLQKYR
DAEGDHRGSIRGEPLPKKEMSGLANLPAGFQMGHPPLYGTSGMGYYKDSITGSNINYDPY
AQYK
>PtNF-YB6|Pita_unigene42866
MAYNRKHAGAATSPDSSLGSDNESGGGGEGQSTKNGNGNYIREQDRLLPIANVGRIMKRALPGNAKISKDAKETVQECVSEFISFITGEASDKCQREKRKTVNGDDLLWGMTTLGFEDYVEPLKIYLNKYRELEGEKSSMAAPPRQSDQQHHHHVNGSDPHPYGHSPHGPMAYHVPGGGAFGHGR
>PtNF-YB7|Pita_unigene2172
MGGSDFSVKEQDRFLPIANVGRIMKKALPANGKVSKDAKETVQECVSEFISFITGEASDK
CQREKRKTINGDDLLWAMTTLGFEDYVEPLKIYLHKYREMEGEKVSMAKQGDPTPSKEGNNAINGSSIENPNANAYSGLNPSGYNRVQSQSLPHMQQAAYGQPPGGMVYGHHGHIMGAYNMTAPNSSGGNSSGQQQQQAPRGQW
>PtNF-YB8|Pita_unigene41178
MATTRHQRSPDSSPRSEDESGAHTYSNQDGSVKEQDRFLPIANVSRIMKKALPANAKISK
DAKETVQECVSEFISFITGEASDKCQREKRKTINGDDLLWAMGTLGFENYVEPLKVYLQK
YRELEGEKTSMAKQSGDQSPSKDASSGSTVNGSTAGNPSISPGSSVKYSGGYYPQPYGSQ
AAQMYGQHQMVAPYQMHINTGKAGGAGAANSGDHHPRGQW
>PtNF-YB9|Pita_unigene62067
MAENYGSPDSSPRSENESGGGHMGGSDFSVKEQDRFLPIANVGRIMKKALPANGKVSKDAKETVQECVSEFISFITGEASDKCQREKRKTINGDDLLWAMTTLGFEDYVEPLKIYLHKYR
EMEGEKVSMAKQGDPTPSKEGNNAINGSSIENPNANAYSGLNPSGYNRVQSQSLPHMQQAAYGQPPGGMVYGHHGHIMGAYNMTAPNSSGGNSSGQQQQQAPRGQW
>PtNF-YC1|Pita_unigene43117
MDHHNHHQHHPSSSSGGAAPQGMSQGYPGGAAAQPSPVGMQGQAGQIVQAGLHQSGGQQAFHHHHMQQQQQQQQQLHMFWAFQMQEIEQVSDFKNHQLPLARIKKIMKADEDVRMISAEAPVLFAKACEMFILELTMRSWIHAEENKRRTLQKNDIAAAITRTDIFDFLVDIVPRDDLKEEGLGLGFARGGVTPEGSFYYPPSMPQSPHQQGMMGSSSIMMGRPVPLQMDPSAMYMHQQQQPRPYGMPTHPHQSMWQHPHHPHQQQQQQQMPDGQSYGHPHQQQQQHMPDGQPYGQQQMT
DEHSYGTPPRSAN
>PtNF-YC2|Pita_unigene59735
MKKKLDTRFPASRIKKIMQADEDIGKIAQAVPLLVSKSLELFLQDLCDRTYEITLQRGAK
TVSASHLKQCVHRYNVFDFLREIVNKVPDMGGSDAATGEERNGGRRRKAQEGDENESDEDEVKRARMGAHHGSGRGRGRRGRGRGSRGGSSGRNGITVEKFEDEDLDLSSEHSEKQEKVSEIFTDVNTETRETKVAVNLVSTPVVRDFDLNMELDESGVVASMPTQPAVKLEHHPSDAANVPVIVKEADEFPSDVPIVQHPIKQEEQYPNWSHSDVDNVAIDSMQFHVHSDRIVDQDEDDYDEDG
>PtNF-YC3|Pita_unigene5387
MQADEDIGKIAQAVPLLVSKSLELFLQDLCDRTYEITLQRGAKTVSASHLKQCVHRYNVF
DFLREIVNKVPDMGGSDAATGEERNGGRRRKAQEGDENESDEDEVKRARMGAHHGSGRGRGRRGRGRGSRGGSSGRNGITVEKFEDEDLDLSSEHSEKQEKVSEIFTDVNTETRETKVAVNLVSTPVVRDFDLNMELDESGVVASMPTQPAVKLEHHPSDAANVPVIVKEADEFPSDVPIVQHPIKQEEQYPNWSHSDVDNVAIDSMQFHVHSDRIVDQDEDDYDEDG
>PtNF-YC4|Pita_unigene12943
MEQQAPGQQQPVMGVVSGPPQMPYGTAPYQTAQLVAPVAPASVVGTVQSPGQPASAYPATAAQLAAQHQLAYQHLHQQQQQQQQQQLQIFWANQMHDIEQTSDFKNHSLPLARIKKIMKADEDVRMISAEAPVIFAKACEMFILELTLRSWIHTEENKRRTLQKNDIAAAITRTDIFDFL
VDIVPRDELKEEGLGIPRGPVPVGTPAEAIPYYYVPQQHPAAQVAPPGMIVGKPVDPAMY
AQQPRPPVAYMPQQMWPQQQMPEQSRGPSSSS
>PtNF-YC5|Pita_unigene43379
MDKQSTMQHMPIQYDVTPYQAAQNLVPVARGTFPQPQTSSYVQAAHALPPSAHHNQLAYQHQLHQHQQQQLHHQQKQQIEFFWGNQMQGIEQSVDFRNHSLPLARIKKIMKSDEDVRMISAEAPVVFAKACEMFINELTLRAWFHTEENKRRTLQKNDIAAAIARTDIFDFLVDIVPRDELKEDQVINLGTPTASLSVGSSSSNAGGANSFPFYYLPNQHSAPRGVIVGKPMDPAIYMQQ
PRSPVAYMHNMLQRGYMHTDESKSPNSG
>PtNF-YC6|Pita_unigene1846
MAGSATKRKGNSEEGKAKKLSPYFNFCNLNREKVKQSHLNIPATKALSQLWKSLTDAQKAEYNQPHPHPEPSKEDKQVQRQQEQESHSVGADSPQNGDTQKENEDEEAAEEGNENSNANAPPFPLARLKRIIKLDRDVRQVTGEAVWVMATAVQSFLEILTESAWRVAMEKKHKTIRLDDIASAVSRQRRMSDFLEDSLSTFGKGDGGGDSEDEEEHEPKPSQKPHKPPPPPPPGTRSIK
DFFSSKPQAQV
>PtNF-YC7|Pita_unigene44600
MEGKYPHLQSSATPPVSHGPSSLMHNSLFQQQQPQMPLQHHQQQLQGLMQPHLHYMQIQKQQLQMFWQQQMQEMEQVAEFKQHQLPLARIKKIMKSDEDVKMISAEAPVLFSKACELFILELTLRSWLHTEENKRRTLQRNDIAGAISRGDVLDFLLDIVPRDEVKDEEYGGHWTGIPHAESMSYGGIHYPLMHAQPYHHNFNPDVMAAQQTMSQQLMSQQPLMPDQPLMYQPPQQ
>PtNF-YC8|Pita_unigene15378
MDQQQPTIPALPQVGYGTNPYIAPPIGGPPHPQLASYHQQLQAFWGNQMREVEQAQDFKTHSLPLARIKKIMKADEDVKMISAEAPVVFAKACEMFILELTLRSWIHTEENKRRTLQKND
IAAAIGRTDIFDFLVDIVPRDEFKDEGLVIPRAAGAVPFMGPGDNVPSYYYVAQQAPNMA
AYAPPTQQMRSKAPAPPPHGSS
>PtNF-YC9|Pita_unigene16781
MFINELTLRAWIHTEENKRRTLQKNDIAAAIARTDIFDFLIDIVPRDELKEDQVINLGNP
RSVLSVGSSSTNAAAAAVGAANSFPYYYLPNQHSVPHGVFVGKPMDPTIYMQQPQSPVAYMPNIWQWGHVQADQSKSPNPAS
>PtNF-YC10|Pita_unigene34094
MFINELTLRAWNHTGETKRRTLQKNDIAAAINGADMFDFLIDIFPRDESKEDQLTNLATP
ASSISVGSCSSNAGGVNSFPYYSLPNQHSAPHGVIVGKPVDPAIYMQQSGASVGYMQNML
QRGFMYTEKSRSPNSG
