Supplementary 
Supplementary 1
DNA sequence used in Uniprot and Redoxibase LsPxtl-1: ATGAGGATGGAGTGGGTACTCCTCGTGAGTCCTCTATTTTGGAAGAAAAAAAACTTCCTGATGCGTCAACTGTCTCATCTAAACTTGTTTGGACACATAACAATCCTCATGAACACATCACTGCCATTGCAGCTACATGGGGGAGAATTTGTTGCTCATGATATCAGCTATACTCTCCCTCTATCCGGATTTGAGCAGTGTTGCGACTCCATGTTTCGAAAAGAAAATGCCATGGAATGCTTCCCCATTGTCAATGATCAAACAGTTTGCCAAGAGTATGTTCGCTCTGCCATTGGTCTCAAGCCTGGTTGTGTTCTGGGACCAAGGGAGCAAATGAACTTTGCCACTGCGTTTTTAGATGGCTCCGGAATTTATGGATCTACTCCCAAGTCTGGTGAAGATAGGAGGAAATTGGAAGGTGGATTGCTTAAAATGGGAGATCCTGAAGGCAATGTTCTTCCTTTGGATAAGAATAATCCCAATTGTCGTCCTAATTTGGATGGGCATGAATGTTTTAAATCAGGGGATGAAAGAGTTAATCACAACGCGGGATTAGCAGTCCTTCATACTTTATTGGCAAAAGAACACAATCGAGTAGCTCGAAGCCTTGAGGGAGTGAACCCTCATTGGGACGAAGAGACACTATACCAAGAGGCTCGACGCATAGTATCAGCAGAAATTCAACACATAACCTACAATGAATTCCTCCCAGCCATTTTGGGTGAAGTCCTAATGAAGACTTTTGACCTTGAGCCAAAATCAAATGGATATAATATGGAATATGATGAAGAACTTCCTGTCACTACTCTTAACTCTGTTGGTAATGCAATCCTTCCATTCGTGCTCTCACTTTTCCCACCTAAATTGAACTTCTTCAATAGTAAGGGAAAGCAAACGGGCCAAGTTCCTTTCAATTCCACCTATTGGGCTCCTTTCCACGCGAAAGATAAAAAACTCATTTCTGAAATACTTCTGGGACTATCACGAACACCAGCCCAAAAGGCTGATCTTGTTATGGCTAGGGACACCAAGATTTATTTAAATCAGGATCTCGTTGCAAACATTATTCACAGAGGACGTGATCATGGTTTACCTACTTATACGCAAGTCCGAGAGACTTGTGGCCTTTCTCCCGTTCGAAATTTTGAGGAGCTAAGTAACACTGTGGACAAGGAAGTGATAGGACTTTTGGAGACAACCTATGAGCACGTAAGTGATGTGGATCTCTTCATTGGAGGTCTAGCAGAGCGGCCTCTTTCCGGTGGAGTTGTTGGCCCTACCTTTGGTTGTCTGTTGGGTCAACAGTTTCAAATATTGAAAAAAGGAGATCGCTTTTGGTACGAAAATAACATTCCTCCCTCCGCTTACGGAAAGGATCAACTCTTAGAACTTCGTAAGGTCACACTGGCATCTTTGATTTGTTCCAACTTTAAGGACATTCATGAAGTACAGCCCGAGGTTTTTCTCAACAGTGATCCTTATTTGAATTCTCCAGTTCATTGTGATATTTTTCCGCAAATTAACTTTCAACAATGGAAAACTGATAGTCCTGCCCTTCAAGTCCCCGAGGCTATTTTAATTCAAACACTTGAAAAAGGAACACAAGGTCTTGTCAAGCGGAGGAAAGAGGAGTACATGCTTTGGGAACATAACATGGGAGCAAATCCTCAGTCCTCATTGGGAACAGCATTCGCTTTTAGCCGTCCCAACAAAGTTGCTCTTAAATTGTCGAATACCTCTCTTCTCCTCGAATATACATCCAGAGTCTTTATCAACTCCCTTCAAGAGCCTGAAAATAATCGAATCAAACGTCAAGTAACTGGAAATAGTGACTCCATTGATGTAAATATTGATGACTTTGCGGATGGTTTAACCAACATTGACGTTACACGGGTGATCCCCACAAATGCTCCACTGGAGGTTTGTCCATTTGATGAAAACAGTCTTCCTTGTGACCACACCCATAAATATAGAACTATGAATGGATGGTGTAATAACCTCAATAATCCTCAGTACGGGAAAAGTGTCACCCCACTTGTTCGATTTCTATCAGCAAAATATGATGACGCTATATCTCGTCCAAGGTTCAGGTCTGCTACGGGTAAGAGCCTCCCATCTCCTCGAATGGTGTCTATAGTGGTACATGCTGATGTTTCCCATCTACATGGACGATACACTCTTATGCTCATGCAATTTGGACAATTTTTGGATCATGACATTACGCTCACTCCCGTCAATAAAGGCTTCCCTGATTCCATTTTGGATTGTCGTGGTTGTGACTCTGCGCGAACTGTTCATCCTGAGTGTTGGCCTATTTCTGTCCCAAAAAATGATCCCTATTTTCCTGCATTAAATACCACTTCTGGAAGAGCACATTGTATTGCATTTACAAGATCCCTACCTGGTCAGCAACGACTTGGCCCACGAGAGCAAGTTAACCAAAATACGGCTTTCATTGATGCATCTATGATTTATGGGAATGACAAATGTGACTCTATTGATTTACGACAAAACATCGATGGTAGGCTGAACACTACACTACCCAGTCATGGAAGAGGCAAACATCTTATGCCCAAGGATAGTTCCAATAAGGAATGTAAAGCGGCTTCAGGATTTTGTTTCAAAGGAGGAGATGCTAGAGCCTCTGAGCAGCCTGGACTTGCTGCTTTACATACTATTTTTCTCAGGGAACATAATCGTCTCGTCACCAAGCTGAAAAGAGTCAATCCTCATTGGAGTGATGACGAACTTTATTATGAGGGAAGGCATATTTTATCAGCTGTGAATCAACACATCACTTATAATGAGTTCCTTCCTCGGATCATTGGTTGGAATTATATGAACTTGTATAATCTTCGAGTTCAAACCCAAGGATATTCTTCAGACTATGAATCTACCTGTAATCCTGGCATATTCAATGAATTTGCCACAGCTGCCTTCAGATTTGGTCATTCACTCATTCGTCCCATGCTTACCCGTATGTCTGCTGATTGGAAGGAAAAGAAAAAGCATATTCGTCTACGTGATGGATTTTTCAACCCAGATATGTTATATCAAGAAACAATGATTGATGAAGTTATCAGAGGTCTAGTTGCTACGCCTATGGAGAACCAGGATCAGTTTATATCCGGAGAAATAACCAACCATTTGTTTGAAGAAAAAAAAAATTCCATTTTCTGGTCTTGA
Protein sequence used in Uniprot and Redoxibase LsPxtl-1:
MRMEWVLLVSPLFWKKKNFLMRQLSHLNLFGHITILMNTSLPLQLHGGEFVAHDISYTLPLSGFEQCCDSMFRKENAMECFPIVNDQTVCQEYVRSAIGLKPGCVLGPREQMNFATAFLDGSGIYGSTPKSGEDRRKLEGGLLKMGDPEGNVLPLDKNNPNCRPNLDGHECFKSGDERVNHNAGLAVLHTLLAKEHNRVARSLEGVNPHWDEETLYQEARRIVSAEIQHITYNEFLPAILGEVLMKTFDLEPKSNGYNMEYDEELPVTTLNSVGNAILPFVLSLFPPKLNFFNSKGKQTGQVPFNSTYWAPFHAKDKKLISEILLGLSRTPAQKADLVMARDTKIYLNQDLVANIIHRGRDHGLPTYTQVRETCGLSPVRNFEELSNTVDKEVIGLLETTYEHVSDVDLFIGGLAERPLSGGVVGPTFGCLLGQQFQILKKGDRFWYENNIPPSAYGKDQLLELRKVTLASLICSNFKDIHEVQPEVFLNSDPYLNSPVHCDIFPQINFQQWKTDSPALQVPEAILIQTLEKGTQGLVKRRKEEYMLWEHNMGANPQSSLGTAFAFSRPNKVALKLSNTSLLLEYTSRVFINSLQEPENNRIKRQVTGNSDSIDVNIDDFADGLTNIDVTRVIPTNAPLEVCPFDENSLPCDHTHKYRTMNGWCNNLNNPQYGKSVTPLVRFLSAKYDDAISRPRFRSATGKSLPSPRMVSIVVHADVSHLHGRYTLMLMQFGQFLDHDITLTPVNKGFPDSILDCRGCDSARTVHPECWPISVPKNDPYFPALNTTSGRAHCIAFTRSLPGQQRLGPREQVNQNTAFIDASMIYGNDKCDSIDLRQNIDGRLNTTLPSHGRGKHLMPKDSSNKECKAASGFCFKGGDARASEQPGLAALHTIFLREHNRLVTKLKRVNPHWSDDELYYEGRHILSAVNQHITYNEFLPRIIGWNYMNLYNLRVQTQGYSSDYESTCNPGIFNEFATAAFRFGHSLIRPMLTRMSADWKEKKKHIRLRDGFFNPDMLYQETMIDEVIRGLVATPMENQDQFISGEITNHLFEEKKNSIFWS

Supplementary 2
Table 1 Phylogenetic analysis of LsPxtl-1 blasted in the Uniprot database. All species belongs to phylum Arthropoda
	Id Uniprot 
	Species (English name)
	Subphylum
	Class
	Protein
	%Identity 

	A0A553NVS2
	Tigriopus californicus 
(Marine copepod)
	Crustaceans
	Hexanauplia
	Uncharacterized protein 
	72.2%

	A0A164VLV1
	Daphnia magna 
(Water flea)
	Crustaceans
	Branchiopoda
	Uncharacterized protein
	49.2%

	E9FWK3
	Daphnia pulex 
(Water flea)
	Crustaceans
	Branchiopoda
	Uncharacterized protein
	48.4%

	A0A1D2NGG8
	Orchesella cincta 
(Springtail)
	Hexapoda 
	Collembola
	Peroxidasin
	46.6%

	A0A553N894
	Tigriopus californicus 
(Marine copepod)
	Crustaceans
	Hexanauplia
	Uncharacterized protein
	45.7%

	E0VJ44
	Pediculus humanus subsp. cor… 
(Body louse)
	Hexapoda 
	Insecta
	Uncharacterized protein
	45.3%

	A0A6L2PEN3
	Coptotermes formosanus 
(Formosan subterranean termite)
	Hexapoda 
	Insecta
	Uncharacterized protein
	45.9%

	E9FUG3
	Daphnia pulex 
(Water flea)
	Crustaceans
	Branchiopoda
	Uncharacterized protein
	45.1%

	T1KSA2
	Tetranychus urticae 
(Two-spotted spider mite)
	Chelicerata
	Arachnida 
	Uncharacterized protein
	43.5%

	A0A087U0U3
	Stegodyphus mimosarum 
(African social velvet spider)
	Chelicerata
	Arachnida 
	Peroxidasin-like protein
	44.3%

	T1IHP0
	Strigamia maritima 
(European centipede)
	Myriapoda
	Chilopoda
	Uncharacterized protein
	41.7%

	T1HWA1
	Rhodnius prolixus 
(Triatomid bug)
	Hexapoda 
	Insecta
	Peroxidasin
	44.1%

	A0A6P8Z1S4
	Thrips palmi 
(Melon thrips)
	Hexapoda 
	Insecta
	Uncharacterized protein LOC117646626
	44.8%

	A0A6J1S5G9
	Frankliniella occidentalis 
(Western flower thrips)
	Hexapoda 
	Insecta
	Peroxidasin homolog
	45.5%

	A0A7E4RH46
	Cimex lectularius 
(Bed bug)
	Hexapoda 
	Insecta
	Uncharacterized protein
	44.2%

	D6WXZ9
	Tribolium castaneum 
(Red flour beetle)
	Hexapoda 
	Insecta
	Uncharacterized protein
	45.1%

	A0A7J6ZGI4
	Lamprigera yunnana 
(Beetle)
	Hexapoda 
	Insecta
	Uncharacterized protein
	44.9%

	A0A443S9N9
	Leptotrombidium deliense 
(Mite)
	Chelicerata
	Arachnida 
	Chorion peroxidase-like protein
	42.5%

	A0A1W4XF82
	Agrilus planipennis 
(Emerald ash borer)
	Hexapoda 
	Insecta
	Uncharacterized protein LOC108741220
	44.8%

	A0A2J7RIR8
	Cryptotermes secundus 
(Termite)
	Hexapoda 
	Insecta
	Uncharacterized protein
	47.0%

	A0A6A4JD52
	Apolygus lucorum 
(Plant bug)
	Hexapoda 
	Insecta
	Uncharacterized protein
	44.1%

	A0A6P7FKB1
	Diabrotica virgifera virgifera 
(western corn rootworm)
	Hexapoda 
	Insecta
	Chorion peroxidase
	44.7%

	A0A482VGY8
	Asbolus verrucosus 
(Beetle)
	Hexapoda 
	Insecta
	Uncharacterized protein
	45.7%

	A0A7J6ZSM9
	Abscondita terminalis 
(Beetle)
	Hexapoda 
	Insecta
	Uncharacterized protein
	43.9%

	A0A5N4ALX8
	Photinus pyralis 
(Common eastern firefly)
	Hexapoda 
	Insecta
	Uncharacterized protein
	44.3%



Table 2 Results from phylogenetic analysis of LsPxtl-1 blasted in the Redoxibase database
	Id Redoxibase
	Species 
(English name)
	Phylum 
(Subphylum)
	Class
	Protein
	Identity % 
	Alnlength

	4144
	Caenorhabditis elegans (Nematodes)
	Nematoda
	Chromadorea
	Invertebrate peroxinectin
	35
	1043

	4279
	Caenorhabditis briggsae (Nematodes)
	Nematoda
	Chromadorea
	Invertebrate peroxinectin
	36
	1018

	4143
	Caenorhabditis elegans (Nematodes)
	Nematoda
	Chromadorea
	Invertebrate peroxinectin
	35
	1051

	4278
	Caenorhabditis briggsae (Nematodes)
	Nematoda
	Chromadorea
	Invertebrate peroxinectin
	34
	1015

	4281
	Caenorhabditis briggsae (Nematodes)
	Nematoda
	Chromadorea
	Invertebrate peroxinectin
	31
	1020

	4145
	Caenorhabditis elegans (Nematodes)
	Nematoda
	Chromadorea
	Invertebrate peroxinectin
	31
	1021

	4126
	Fenneropenaeus chinensis (Chinese shrimp)
	Arthropoda
(Crustacea)
	Malacostraca
	Invertebrate peroxinectin
	36
	437

	3672
	Penaeus monodon (Black tiger shrimp)
	Arthropoda
(Crustacea)
	Malacostraca
	Invertebrate peroxinectin
	36
	437

	3670
	Apis mellifera (Honeybee)
	Arthropoda
(Hexapoda)
	Insecta
	Invertebrate peroxinectin
	37
	474

	5841
	Nasonia vitripennis (Jewel wasp)
	Arthropoda
(Hexapoda)
	Insecta
	Invertebrate peroxinectin
	35
	499

	4290
	Tribolium castaneum (Red flour beetle)
	Arthropoda
(Hexapoda)
	Insecta
	Invertebrate peroxinectin
	35
	493

	4105
	Pacifastacus leniusculus (Signal creyfish)
	Arthropoda
(Crustacea)
	Malacostraca
	Invertebrate peroxinectin
	32
	504

	5842
	Nasonia vitripennis (Jewel wasp)
	Arthropoda
(Hexapoda)
	Insecta
	Invertebrate peroxinectin
	36
	471

	4127
	Lytechinus variegatus (Green sea urchin)
	Echinodermata
	Echinoidea
	Invertebrate peroxinectin
	35
	470

	3371
	Lytechinus variegatus (Green sea urchin)
	Echinodermata
	Echinoidea
	Peroxidasin
	34
	504

	4128
	Hemicentrotus pulcherrimus (Sea  urchin)
	Echinodermata
	Echinoidea
	Invertebrate peroxinectin
	35
	470

	7615
	Saccoglossus kowalevskii (Hemichordates)
	Hemichordata
	Enteropneusta
	Peroxidasin
	33
	520

	10036
	Acromyrmex echinatior (Panamanian leafcutter ant)
	Arthropoda
(Hexapoda)
	Insecta
	Peroxidasin
	34
	509

	7622
	Saccoglossus kowalevskii (Hemichordates)
	Hemichordata
	Enteropneusta
	Peroxidasin
	33
	507

	4288
	Caenorhabditis briggsae (Nematodes)
	Nematoda
	Chromadorea
	Peroxidasin
	31
	588

	4101
	Strongylocentrotus purpuratus (Purple sea urchin)
	Echinodermata
	Echinoidea
	Peroxidasin
	33
	509

	4142
	Caenorhabditis elegans (Nematodes)
	Nematoda
	Chromadorea
	Peroxidasin
	33
	507

	3553
	Drosophila melanogaster (Fruit fly)
	Arthropoda
	Insecta
	Invertebrate peroxinectin
	34
	499

	4148
	Euprymna scolopes (Cephalopods)
	Mollusca
	Cephalopoda
	Invertebrate peroxinectin
	34
	482

	7648
	Danio rerio (Zebrafish)
	Chordata
	Actinopterygii
	Peroxidasin
	40
	430



Supplementary 3
DNA sequence used in Uniprot and Redoxibase LsPxtl-2:
atgtttggagttaaggaacaaatgtctttactatgcatatgtctctatattgttaaagtctacggagaaggctgtccatttgcatcttcggctaatgatgaaaaaaaacttttagatcaggcaaatgtcaaggatgtagactatcataaattgcttcagaaaggaagacaagtaacgccaaattctctcaaaatgtctcgaagaaatatatttgttgacaaaacggtaaacagattggtgaaaaaaggttattcaagagactctgcacatcaaaaggtaatccaactaataaaagatattgagtatgagcttgaggaatgcaaaggaacaatgccagattgtgacccaaacatgaagtatcggatgatgaatggacaatgtaataaccctgttaatcctttgtttgggtctcagagatacaggctgcaacgttttttgccacctaaatacgaggatgcggaatcaaacccaactgaaaacagtcaatttaaagctagagagggatgtatttctagtggtcctctaccaaatgcaagaaaagtcagttcaacagtgcatactgatgtggatgttccttcgacgattgcgtctactatggtaagccaatggggaatgtttgttgcccatgatttgtcctttgttcccaattcccacgaggctaaatgctgtgaaggagcaaaggatgacagatgccttccgattagaatatatgaaaatgaccttttctattcaaatttcaatgtgacatgtttgaatttttatcgatctgtcagattttgcagttcaactccaagggaacagtataatgaaattacttcctttattgatgcttccaatgtctatggctcaagcgacgaggaattattgctactcaaggaagaaaattcttacttaatgaagagtacgctgactgatgatggaaaagaactccttcccaaagatggtaaaggtagttttgtgggaggagacgctagagctcttctaaccactggtttggcttcagttcataccttattcgttcgggaacataatcgaatatcaaggaaacttgctcagatgaatccttcatacacaaacgaaactgtttttcaagaaactcggcgaatattgggagcaatgatgcaaaatattgtttatagtgaatttcttccgacgttattaggggaaaaaagcatgaatgagtctggcttaaacttaaaatacccctcgagttatcatgaagaaattaatccaactgtcgcctctgttttcgttgctgctgcatacagatttggccattccatgattcaaaggaatgtgaatcgattggctataaaaaaatatagctatagcagtaattattccttatttaaggacttttttaatacggcaaattacgaggataggaatgggctaggaatagaagaaattttatatgggttgacctatttcccagcacaatctgcagaccgttttgttgtaaaagaagtaactaattatttgttcaataatggaaagccgtatggagcagatcttgaagcaaaaacgattttgaggggtcgagatcatggattaccctcttatggagattggcgagaattctgtggcttagaaccactttgtgactggaacaataaaccaacagaaatttcagaaaatatctggcttcttctcaaagagttatattcaagtcctaatgacatcgatattcacacagcaggacttgcagaaactccaattccacactctgtcttggggcccaccaataattgcataattggacgtcaatttaccgctctaaaagatggagatcggttctttttcacacacgatggtgaagctggttcctttaccccaaaacaagtcaaggcacttcgtcaaacatccctctcacgtgtcatgtgtgataacacagggattgataagataagtgtaaatgttttcaggaccgattcccaatttgtaccttgttcaagtctccctgagttgaatcttaatttattctaa
Protein sequence used in Uniprot and Redoxibase LsPxtl-2:
MFGVKEQMSLLCICLYIVKVYGEGCPFASSANDEKKLLDQANVKDVDYHKLLQKGRQVTPNSLKMSRRNIFVDKTVNRLVKKGYSRDSAHQKVIQLIKDIEYELEECKGTMPDCDPNMKYRMMNGQCNNPVNPLFGSQRYRLQRFLPPKYEDAESNPTENSQFKAREGCISSGPLPNARKVSSTVHTDVDVPSTIASTMVSQWGMFVAHDLSFVPNSHEAKCCEGAKDDRCLPIRIYENDLFYSNFNVTCLNFYRSVRFCSSTPREQYNEITSFIDASNVYGSSDEELLLLKEENSYLMKSTLTDDGKELLPKDGKGSFVGGDARALLTTGLASVHTLFVREHNRISRKLAQMNPSYTNETVFQETRRILGAMMQNIVYSEFLPTLLGEKSMNESGLNLKYPSSYHEEINPTVASVFVAAAYRFGHSMIQRNVNRLAIKKYSYSSNYSLFKDFFNTANYEDRNGLGIEEILYGLTYFPAQSADRFVVKEVTNYLFNNGKPYGADLEAKTILRGRDHGLPSYGDWREFCGLEPLCDWNNKPTEISENIWLLLKELYSSPNDIDIHTAGLAETPIPHSVLGPTNNCIIGRQFTALKDGDRFFFTHDGEAGSFTPKQVKALRQTSLSRVMCDNTGIDKISVNVFRTDSQFVPCSSLPELNLNLF

Supplementary 4
Table 3 Results from phylogenetic analysis of LsPxtl-2 blasted in the Uniprot database
	Id Uniprot
	Species (English name)
	Phylum (Subphylum)
	Class
	Protein
	Identity

	A0A553PB46
	Tigriopus californicus (Marine copepod)
	Arthropoda (Crustacea)
	Hexanauplia
	Uncharacterized protein
	42.0%

	A0A553PDD1
	Tigriopus californicus (Marine copepod)
	Arthropoda (Crustacea)
	Hexanauplia
	Uncharacterized protein
	40.1%

	A0A553PS73
	Tigriopus californicus (Marine copepod)
	Arthropoda (Crustacea)
	Hexanauplia
	Uncharacterized protein
	38.1%

	A0A553PR45
	Tigriopus californicus (Marine copepod)
	Arthropoda (Crustacea)
	Hexanauplia
	Uncharacterized protein
	40.2%

	A0A553PPT1
	Tigriopus californicus (Marine copepod)
	Arthropoda (Crustacea)
	Hexanauplia
	Uncharacterized protein
	35.5%

	A0A553PPR4
	Tigriopus californicus (Marine copepod)
	Arthropoda (Crustacea)
	Hexanauplia
	Uncharacterized protein
	37.4%

	A0A553PPJ4
	Tigriopus californicus (Marine copepod)
	Arthropoda (Crustacea)
	Hexanauplia
	Uncharacterized protein
	35.3%

	A0A553P656
	Tigriopus californicus (Marine copepod)
	Arthropoda (Crustacea)
	Hexanauplia
	Uncharacterized protein
	35.4%

	A0A226EHM9
	Folsomia candida (Springtail)
	Arthropoda (Hexapoda)
	Collembola
	Peroxidasin
	39.4%

	A0A226DH01
	Folsomia candida (Springtail)
	Arthropoda (Hexapoda)
	Collembola
	Chorion peroxidase
	37.1%

	A0A6J1T3K6
	Frankliniella occidentalis (Western flower thrips)
	Arthropoda
	Insecta 
	Peroxidase-like
	35.4%

	A0A6P4XZE9
	Branchiostoma belcheri (Amphioxus)
	Chordata
	Leptocardii
	thyroid peroxidase-like
	37.5%

	A0A1D2MN13
	Orchesella cincta (Springtail)
	Arthropoda
	Collembola
	Peroxidasin
	37.1%

	A0A1D2MWC0
	Orchesella cincta (Springtail)
	Arthropoda
	Collembola
	Chorion peroxidase
	37.8%

	A0A1D2MGG6
	Orchesella cincta (Springtail)
	Arthropoda
	Collembola
	Chorion peroxidase
	34.4%

	T1J5V8
	Strigamia maritima (European centipede)
	Arthropoda (Myriapoda)
	Chilopoda
	Uncharacterized protein
	36.4%

	E0VGJ5
	Pediculus humanus subsp. cor… (Body louse)
	Arthropoda (Hexapoda)
	Insecta 
	Chorion peroxidase precursor, putative
	38.1%

	A0A226EH62
	Folsomia candida (Springtail)
	Arthropoda (Hexapoda)
	Collembola
	Chorion peroxidase
	36.5%

	A0A6P8YXE0
	Thrips palmi (Melon thrips)
	Arthropoda
	Insecta 
	Peroxidase-like
	35.0%

	T1J5V9
	Strigamia maritima (European centipede)
	Arthropoda (Myriapoda)
	Chilopoda
	Uncharacterized protein
	37.1%

	A0A6P4ZNM3
	Branchiostoma belcheri (Amphioxus)
	Chordata
	Leptocardii
	Peroxidasin homolog
	38.8%

	A0A6G0TDN6
	Aphis glycines (Soybean aphid)
	Arthropoda
	Insecta 
	Uncharacterized protein
	34.6%

	A0A0P5DZW0
	Daphnia magna (Water flea)
	Arthropoda
	Branchiopoda
	Chorion peroxidase
	37.8%

	A0A1W0XF69
	Hypsibius dujardini (Water bear)
	Tardigrada 
	Eutardigrada
	Chorion peroxidase
	37.2%

	J9JMG8
	Acyrthosiphon pisum (Pea aphid)
	Arthropoda (Hexapoda)
	Insecta 
	Clip domain-containing protein
	34.4%



Table 4 Phylogenetic analysis of LsPxtl-2 blasted in Redoxibase database
	ID Redoxibase
	Latin name (English name)
	Phylum (Subphylum)
	Class
	Protein
	% Identity 
	Alnlength 

	5841
	Nasonia vitripennis (Jewel wasp)
	Arthropoda (Hexapoda)
	Insecta
	Invertebrate peroxinectin
	34
	597

	4126
	Fenneropenaeus chinensis (Chinese shrimp)
	Arthropoda (Crustacea)
	Malacostraca
	Invertebrate peroxinectin
	34
	590

	5816
	Monodelphis domestica (Grey short-tailed opossum)
	Chordata (Craniata)
	Mammalia
	Eosinophil peroxidase
	36
	595

	3672
	Penaeus monodon (Black tiger shrimp)
	Arthropoda (Crustacea)
	Malacostraca
	Invertebrate peroxinectin
	34
	590

	4105
	Pacifastacus leniusculus (Signal creyfish)
	Arthropoda (Crustacea)
	Malacostraca
	Invertebrate peroxinectin
	34
	579

	3366
	Rattus norvegicus (Norway rat)
	Chordata (Craniata)
	Mammalia
	Eosinophil peroxidase
	36
	591

	5805
	Equus caballus (Horse)
	Chordata (Craniata)
	Mammalia
	Eosinophil peroxidase
	35
	593

	6440
	Tupaia belangeri (Northern tree shrew)
	Chordata (Craniata)
	Mammalia
	Eosinophil peroxidase
	36
	593

	3346
	Mus musculus (House mouse)
	Chordata (Craniata)
	Mammalia
	Eosinophil peroxidase
	35
	593

	7971
	Ailuropoda melanoleuca (Giant panda)
	Chordata (Craniata)
	Mammalia
	Eosinophil peroxidase
	36
	587

	4279
	Caenorhabditis briggsae (Nematodes)
	Nematoda 
	Chromadorea
	Invertebrate peroxinectin
	34
	603

	4044
	Macaca mulatta (Rhesus monkey)
	Chordata (Craniata)
	Mammalia
	Eosinophil peroxidase
	36
	594

	3317
	Homo sapiens (Human)
	Chordata (Craniata)
	Mammalia
	Eosinophil peroxidase
	35
	595

	7792
	Callithrix jacchus (Common marmoset)
	Chordata (Craniata)
	Mammalia
	Eosinophil peroxidase
	34
	612

	7796
	Microcebus murinus (Gray mouse lemur)
	Chordata (Craniata)
	Mammalia
	Eosinophil peroxidase
	36
	596

	4040
	Gallus gallus (Cheicken)
	Chordata (Craniata)
	Aves
	Non mammalian vertebrate peroxidase
	36
	591

	7789
	Otolemur garnettii (Small-eared galago)
	Chordata (Craniata)
	Mammalia
	Eosinophil peroxidase
	36
	594

	3367
	Pan troglodytes (Chimpanzee)
	Chordata (Craniata)
	Mammalia
	Eosinophil peroxidase
	35
	595

	7684
	Gorilla gorilla (Western gorilla)
	Chordata (Craniata)
	Mammalia
	Eosinophil peroxidase
	35
	595

	4144
	Caenorhabditis elegans (Nematodes)
	Nematoda
	Chromadorea
	Invertebrate peroxinectin
	33
	603

	7972
	Danio rerio (Zebrafish)
	Chordata (Craniata)
	Actinopterygii (Superclass)
	Non mammalian vertebrate peroxidase
	34
	594

	4128
	Hemicentrotus pulcherrimus (Sea urchin)
	Echinodermata 
	Echinoidea
	Invertebrate peroxinectin
	33
	557

	4045
	Mesocricetus auratus (Golden hamster)
	Chordata (Craniata)
	Mammalia
	Lactoperoxidase
	35
	597

	3371
	Lytechinus variegatus (Green sea urchin)
	Echinodermata
	Echinoidea
	Peroxidasin
	36
	579

	3354
	Bos taurus (Cattle)
	Chordata (Craniata)
	Mammalia
	Myeloperoxidase
	36
	587




