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Table S1 Descriptive statistics of ON in parents and DH population
	Years
	Environment
	Parents
	DH population
	

	
	
	ZY-50
	7-5
	Range
	Mean
	CV (%)
	Skew
	Kurt

	2016
	DH-EZ16-1
	25.70
	32.19
	24.63 - 44.56
	31.70 ± 2.63
	8.46
	0.55
	1.69

	
	DH-EZ16-2
	25.50
	33.39
	24.40 - 40.93
	31.86 ± 2.54
	7.70
	0.43
	0.60

	2017
	DH-EZ-1
	23.89
	29.96
	22.76 - 40.81
	28.54 ± 2.46
	5.77
	0.95
	3.39

	2018
	DH-EZ18-1
	26.70
	32.82
	26.83 - 39.06
	31.79 ± 2.02
	3.79
	0.51
	1.75

	
	DH-EZ18-2
	27.50
	33.60
	26.33 - 37.66
	31.84 ± 1.94
	3.42
	0.09
	0.92







Table S2 Descriptive statistics of ON in natural population
	Year
	Environment
	Range
	Mean
	CV (%)
	Skew
	Kurt

	2017
	NP-WH17-1
	17.88 - 34.43
	27.26 ±3.15
	9.95
	0.22
	-0.10

	
	NP-CD17-1
	17.13 - 37.26
	28.03 ± 3.25
	10.40
	0.21
	0.09

	2018
	NP-WH18-2
	17.40 - 36.82
	27.01 ± 3.18
	10.15
	0.23
	-0.01

	
	NP-EZ18-1
	18.16 - 38.8
	27.59 ± 3.25
	10.60
	0.28
	0.25



Table S3 Results of ANOVA on the trait of ON in the DH population
	Source of Variations
	Df
	Mean Square
	F value
	P
	Variance
	H2 (%)

	Genotypes
	176
	20.1 0 
	19.87
	<0.001
	3.5635
	86.06

	Year
	2
	732.19
	732.19
	<0.001
	3.4591   
	 

	Genotype x Year
	352
	2.50
	2.50
	<0.001
	0.9106
	 

	Residuals
	354
	1.00
	 
	 
	 
	 




Table S4 Results of ANOVA on the trait of ON in the DH population
	Source of Variations
	Df
	Mean Square
	F value
	P
	Variance
	H2 (%)

	Genotypes
	374
	36.74
	36.18
	<0.001
	9.1603
	 93.00

	Year
	3
	49.38
	48.63
	<0.001
	0.1316 
	 

	Residuals
	1122
	1.02
	 
	 
	 
	 












