
P73276_HIK2_SYNY3 Sensor histidine kinase Hik2 Synechocystis sp. PCC 6803

P94181_Adenylate cyclase_Anabaena sp_GAF_A

P94181_Adenylate cyclase_Anabaena sp_GAF_B

Q38846_ERS1_Ethylene response sensor 1_Arabidopsis thaliana

P93825_ERS2_Ethylene response sensor 2_Arabidopsis thaliana

P14712_PHYA_Phytochrome A_Arabidopsis thaliana

P14713_PHYB_Phytochrome B_Arabidopsis thaliana
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