
Supplementary Figure 1. The univariate analysis result of 133 cuproptosis-related lncRNAs.
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[bookmark: OLE_LINK1]Supplementary Table 1. Correlation Test result of 1,138 lncRNAs and cuproptosis-related genes.
Supplementary Table 2. The univariate analysis result of 133 cuproptosis-related lncRNAs.
Supplementary Table 3. The details of 155 differentially expressed genes between high- and low-risk samples
Supplementary Table 4. The details of infiltrated immune cells.
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