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Supplementary figure 1 Cell annotation and CNV inference.
(A) Quality control of single-cell data. (B) Batch effect remove with harmony. (C) Cell clusters defined by Seurat. (D) Proportion of 9 clusters showing in bar plots in different tissues (PA1 = IPA, PA2 = NIPA). (E) Stromal, immune, epithelial and endothelial score of single-cell data. (F) Differential-expressed genes between somatotroph adenoma and normal pituitary cells. (G) Dotplot showed the score of DEGs between somatotroph adenoma and normal pituitary cells. (H) Inferred CNV based on immune cells. scRNA-seq divided by cell subtypes. Red means amplification and blue indicates deletion.
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Supplementary figure 2 Single-cell Atlas of NIPA and IPA tissues.
(A) Validation of marker genes of somatotroph adenoma in our single-cell data. (B) UMAP plots for marker genes of cell clusters.
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Supplementary figure 3 Potential cellular interaction in TME
(A) Correlation of cell clusters based on 24 somatotroph adenomas. (B) Links of ligands and receptors between cell clusters inferred from single-cell data. (C) Dotplot of top 20 ligands of cell clusters.
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