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[bookmark: _Toc114766515]Figure S9. GO enrichment analysis of glasses of water per day and G_Barnesiella (gene ratio and pvalue).
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[bookmark: _Toc114766520]Figure S14. GO enrichment analysis of overall processed meant intake and F_Desulfovibrionaceae (gene).
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[bookmark: _Toc114766521]Figure S15. GO enrichment analysis of overall processed meant intake and F_Desulfovibrionaceae (gene ratio and pvalue).
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[bookmark: _Toc114766522]Figure S16. GO enrichment analysis of pieces of dries fruit per day and G_Barnesiella (gene).
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[bookmark: _Toc114766523]Figure S17. GO enrichment analysis of slices of bread per week and G_unclassified_F_Prevotellaceae (gene ratio and pvalue).
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[bookmark: _Toc114766524]Figure S18. GO enrichment analysis of slices of bread per week and G_unclassified_F_Prevotellaceae (gene).
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VW radial —— 0.016
Inverse variance weighted (multiplicative random effects) —a— 0.017
Inverse variance weighted (fixed effects) = 0017
Weighted mode | 0012
Robust adjusted profile score (RAPS) — 0.026
Telomere length — overall poultry intake

MR Egger P 0033
Weighted median =

Inverse variance weighted =

VW radial =

Inverse variance weighted (multiplicative random effects) =

Inverse variance weighted (fixed effects) = 0013
Weighted mode e 0021
Robust adjusted profile score (RAPS) —=— -0.015
Telomere length — red wine glasses per month

MR Egger e a— 0003
Weighted median p—— 001
Inverse variance weighted —m— 0014
VW radial —=— 0014
Inverse variance weighted (multiplicative random effects) —=— 0014
Inverse variance weighted (fixed effects) = 0014
Weighted mode P 0.004
Robust adjusted profile score (RAPS) —=— 0016

0ms

o025

cl

[-0.002,0.026]
[-0.002.0014]
10.004,0.016]
[0.004,0.016]
[0.004.0.016]
[0.005,0.015]
[-0.007,0016]
[0.005.0.018]

[-0.001,0.028]
[-0.003.0015]
[0.004,0.017]
[0.004,0.017]
[0.004.0.017]
[0.005,0.016]
[-0.007,0017)
[0.005.0.019]

[-0.019,003]
[-0.006.0.026]
10.006,0.027]
[0.007,0.026]
[0.007.0.026]
[0.006,0.027]
[-0.014,0.025]
[0.005,0.028]

PVAL

8.70e-02
1.64e-01
6.91e-04
7.37e-04
6.91e-04
1.35e-04
4.46e-01
9.01e-04

7.04e-02
1.80e-01
7.10e-04
7.63e-04
7.10e-04
1.09e-04
397e-01
8.96e-04

6.436-01
2.15e-01
2.34¢-03
6.63e-04
6.79¢-04
2.34e-03
5.780-01
5.23e-03

[-0.074,0.001] 4.73¢-02
[-0.037,-0.001] 3.62¢-02

[-0.041,-0.01]
[-0.041,-001]
[-0.041.-001]

147e-03
1.49e-03
1.47e-03

[-0.036,-0.014] 6.12¢-06

[-0.036.0015]
[-0.04.-001]

[-0.015.0.067]
[:0.003,0.035]
[0.002,0.033]
[0.002,0.033]
[0.002,0.033]
[0.006,0.029)
[-0.008,0.06]
[0.005,0.038]

[-0.049.0012]

4.18e-01
9.28e-04

251601
1.05e-01
271602
272602
271602
383¢-03
1.40e-01
1.17e-02

24301

-0.041,-0.006] 9.57¢-03
[-0.033,0.007] 2.75e-03
[-0.033.-0.007] 2.95¢-03
[-0.033,-0.007] 2.75¢-03
[-0.031,0.009] 5.52e-04
[-0.056.-0.006] 1.71e-02
[-0.037,-0.007] 5.00¢-03

[-0.008.0.059]
[0.007,0.044]
[0.01,0.039]
[0.01,0.039]
[0.01,0.039]
[0.013,0.036]
[0.012,0.08]
[0.011,0.043]

[0.006.0.075]
[-0.014,0.023]
[0.001,0.032]
[0.001,0.032]
[0.001,0.032]
[0.006,0.027]
[-0.061.0.037]
10.006,0.046]

141e-01
6.02¢-03
9.66e-04
1.06e-03
9.66-04
461605
4.29e-03
7.00e-04

253602
6.38¢-01
3.34e-02
3.49e-02
3.34e-02
1.71e-03
6.26e-01
1.26e-02

[-0.062,-0.004] 2.67e-02

[:0.033,0.001]
[-0.025,0]
[-0.025,0]

[-0.025,01

5.78¢-02
4.996-02
5.12e-02
4.99e-02

[-0.023,0.002] 1.74e-02

[:0.046.0.003]

8.83e-02

[-0.029,-0.001] 3.02¢-02

[-0.026.0.031]
[-0.008,0.028]
[0.001,0.026]
[0.001,0.026]
[0.001,0.026]
[0.003,0.025]
[-0.022,003]
[0.002,0.029]

8.42¢-01
2.98-01
2.88e-02
2.85e-02
2.88e-02
157e-02
7.66e-01
248e-02




