Supplemental Table 1. Bioinformatics predicts miRNAs that bind to circ_0005218
	CircRNA
Mirbase ID
	CircRNA (Top) - miRNA (Bottom) pairing
	Site Type
	context+ score
	context+ score percentile

	hsa_circ_0005218 (5' ... 3')

hsa-miR-1180 (3' ... 5')
	AUGCCCUAAAACUGAGCCGGAAC
|||||||
UGUGUGGGUGCGCUCGGCCUUU  
	7mer-m8
	-0.294
	88

	hsa_circ_0005218 (5' ... 3')

hsa-miR-1184 (3' ... 5')
	GGAAGUGAUUGGUUUCUGCAGAG
|||||| 
CCUUCGGUAGUUCAGCGACGUCC
	7mer-1a
	-0.124
	81

	hsa_circ_0005218 (5' ... 3')

hsa-miR-1200 (3' ... 5')
	CAUUGAGGAUCACCAUCAGGAAG
|||||| 
CUCCGAGUCUUACCGAGUCCUC
	7mer-1a
	-0.115
	86

	hsa_circ_0005218 (5' ... 3')

hsa-miR-1205 (3' ... 5')
	GGAAGUGAUUGGUUUCUGCAGAG
||||||
GAGUUUCGUUUGGGACGUCU
	7mer-1a
	-0.12
	82

	hsa_circ_0005218 (5' ... 3')

hsa-miR-1257 (3' ... 5')
	AAAGAUGUUUUCCAGCAUUCACA
||||||| 
CCAGUCUUGGGUAGUAAGUGA
	8mer-1a
	-0.234
	98

	hsa_circ_0005218 (5' ... 3')

hsa-miR-1287-5p (3' ... 5')
	UAGCUAAAGAUGUUUUCCAGCAU
||||||
CUGAGCUUGGUGACUAGGUCGU
	7mer-1a
	-0.211
	93

	hsa_circ_0005218 (5' ... 3')

hsa-miR-1296 (3' ... 5')
	UAUUUCAGUGCCCAUGCCCUAAA
||||||
CCUCUACCUCGGUCCCGGGAUU
	7mer-1a
	-0.197
	77

	hsa_circ_0005218 (5' ... 3')

hsa-miR-1299 (3' ... 5')
	CUGGAGUUUACUUGGUCCAGAAC
||||||
AGGGAGUGUGUCUUAAGGUCUU 
	7mer-1a
	-0.099
	80

	hsa_circ_0005218 (5' ... 3')

hsa-miR-145 (3' ... 5')
	AUGAAGUUGCCAAGCAACUGGAC
|||||||
UCCCUAAGGACCCUUUUGACCUG
	7mer-m8
	-0.091
	73

	hsa_circ_0005218 (5' ... 3')

hsa-miR-1825 (3' ... 5')
	GAUCUGGCUUCCUUUCACUGGAG
||||||
CCUCUCCUCCCGUGACCU 
	7mer-1a
	-0.135
	80

	hsa_circ_0005218 (5' ... 3')

hsa-miR-182 (3' ... 5')
	AUCUGAUGCAUGAAGUUGCCAAG
||||||| 
UCACACUCAAGAUGGUAACGGUUU
	7mer-m8
	-0.094
	77

	hsa_circ_0005218 (5' ... 3')

hsa-miR-183 (3' ... 5')
	CACCUCUGACUUGGAUGCCAUAG
|||||| 
UCACUUAAGAUGGUCACGGUAU
	7mer-1a
	-0.131
	83

	hsa_circ_0005218 (5' ... 3')

hsa-miR-296-5p (3' ... 5')
	CCUCACUAAAGGUCCGGGCCCAC
|||||| 
UGUCCUAACUCCCCCCCGGGA
	7mer-1a
	-0.195
	72

	hsa_circ_0005218 (5' ... 3')

hsa-miR-31-5p (3' ... 5')
	GGGCCCACCAGCUGGUCUUGCCA
|||||   |||||||
UCGAUACGGUCGU---AGAACGGA
	8mer-1a
	-0.297
	96

	hsa_circ_0005218 (5' ... 3')

hsa-miR-384 (3' ... 5')
	UUUUUGCUGCUCUCUUAGGAAAU
|||||| 
AUACUUGUUAAAGAUCCUUA
	7mer-1a
	-0.052
	86

	hsa_circ_0005218 (5' ... 3')

hsa-miR-409-3p (3' ... 5')
	UGCUGACUAUGUACGCAACAUUC
|||||||
UCCCCAAGUGGCUCGUUGUAAG
	7mer-m8
	-0.027
	86

	hsa_circ_0005218 (5' ... 3')

hsa-miR-488 (3' ... 5')
	AUGAAGAUCUGGCUUCCUUUCAC 
||||          ||||||| 
CUGGUUCUUUAUC---GGAAAGUU
	7mer-m8
	-0.145
	95

	hsa_circ_0005218 (5' ... 3')

hsa-miR-516b (3' ... 5')
	CUGGAGUUUACUUGGUCCAGAAC
|||||| 
UUUCACGAAGAAUGGAGGUCUA
	7mer-1a
	-0.1
	78

	hsa_circ_0005218 (5' ... 3')

hsa-miR-545-3p (3' ... 5')
	AAUCGUUUUCCUAUUUUUGCUGC
|||||||
CGUGUGUUAUUUACAAACGACU
	7mer-m8
	-0.15
	94

	hsa_circ_0005218 (5' ... 3')

hsa-miR-545 (3' ... 5')
	UAGUGAUCAAAGCCGUUGCUGAC
|||||| 
CGUGUGUUAUUUACAAACGACU 
	7mer-1a
	-0.077
	83

	hsa_circ_0005218 (5' ... 3')

hsa-miR-548p (3' ... 5')
	AAAUCGUUUUCCUAUUUUUGCUG
|||||||
UUUCAUUGACGUCAAAAACGAU
	7mer-m8
	-0.074
	93

	hsa_circ_0005218 (5' ... 3')

hsa-miR-570 (3' ... 5')
	UGCCAUAGCUAAAGA-UGUUUUCC
|||     |||||||
CGUUUCCAUUAACGACAAAAGC
	7mer-m8
	-0.1
	97

	hsa_circ_0005218 (5' ... 3')

hsa-miR-671-5p (3' ... 5')
	GCCUGAUGAAGAUCUGGCUUCCU
|||||||
GAGGUCGGGGAGGUCCCGAAGGA
	7mer-m8
	-0.259
	94

	hsa_circ_0005218 (5' ... 3')

hsa-miR-891b (3' ... 5')
	AAUAUCUGAUGCAUGAAGUUGCC
|||||||
AGUUACUGAGUCCAUUCAACGU
	7mer-m8
	-0.126
	85

	hsa_circ_0005218 (5' ... 3')

hsa-miR-921 (3' ... 5')
	AGAACAUCCACUAGCCUCACUAA
|||||||
CUUAGGACCAAGACAGGGAGUGAUC 
	8mer-1a
	-0.249
	97




Supplemental Table 2. Univariate and multivariate Cox regression analyses of overall survival
	Clinicopathological parameters
	Univariate analysis
	
	Multivariate analysis

	
	HR
	95% CI
	p
	
	HR
	95% CI
	p

	Gender (Male)
	1.514
	0.806-2.842
	0.197
	
	
	
	

	Age (≥65 years)
	0.649
	0.283-1.485
	0.306
	
	
	
	

	Tumor diameter (≥3cm)
	1.583
	0.390-6.428
	0.521
	
	
	
	

	Tumor number (≥3)
	1.969
	1.250-3.103
	0.003
	
	1.389
	0.857-2.252
	0.182

	Liver cirrhosis
	1.894
	0.768-4.668
	0.165
	
	
	
	

	Portal vein thrombosis
	2.164
	1.386-3.378
	0.001
	
	1.550
	0.966-2.487
	0.070

	Microvascular invasion
	2.026
	1.299-3.161
	0.002
	
	1.498
	0.929-2.416
	0.097

	AFP level (≥400 ng/ml)
	1.762
	1.153-2.692
	0.009
	
	1.460
	0.943-2.260
	0.089

	BCLC stage (B+C)
	1.963
	1.298-2.970
	0.001
	
	
	
	

	Circ_0005218 expression (High)
	2.104
	1.369-3.232
	0.001
	
	1.672
	1.057-2.641
	0.028



Supplemental Table 3. Univariate and multivariate Cox regression analyses of disease-free survival
	Clinicopathological parameters
	Univariate analysis
	
	Multivariate analysis

	
	HR
	95% CI
	p
	
	HR
	95% CI
	p

	Gender (Male)
	1.565
	0.896-2.734
	0.115
	
	
	
	

	Age (≥65 years)
	1.226
	0.690-2.181
	0.487
	
	
	
	

	Tumor diameter (≥3cm)
	2.510
	0.620-10.160
	0.197
	
	
	
	

	Tumor number (≥3)
	2.147
	1.440-3.202
	<0.001
	
	1.500
	0.975-2.308
	0.065

	Liver cirrhosis
	1.171
	0.594-2.310
	0.648
	
	
	
	

	Portal vein thrombosis
	1.696
	1.120-2.567
	0.013
	
	1.243
	0.801-1.931
	0.332

	Microvascular invasion
	1.540
	1.065-2.229
	0.022
	
	1.128
	0.756-1.681
	0.555

	AFP level (≥400 ng/ml)
	1.734
	1.202-2.502
	0.003
	
	1.537
	1.050-2.250
	0.027

	BCLC stage (B+C)
	1.816
	1.269-2.601
	0.001
	
	
	
	

	Circ_0005218 expression (High)
	2.240
	1.545-3.250
	<0.001
	
	1.869
	1.255-2.785
	0.002



