Additional file 3 

In metastatic SLNs (OSNA positive), comparison of gene expression levels of DEGs between the three identified clusters and between cluster 3 and the two other clusters.

	
	
	Metastatic SLNs
	

	

	
	Cluster 1
(N = 2)
	Cluster 2
(N = 8)
	Cluster 3
(N = 6)
	p-value

	KRT7 (mean ± SD)
	16 060.7 ± 6646.6*£
	1 182.2 ± 901.6*£
	15.0 ± 26.8
	0.002 Ψ

	VTCN1 (mean ± SD)
	544.7 ± 715.2*£
	51.2 ± 85.7*£
	1.0 ± 1.1
	0.031 Ψ

	CD44 (mean ± SD)
	3 347.6 ± 4262.3*£
	212.6 ± 256.3*£
	8.2 ± 5.2
	0.003 Ψ

	GATA3 (mean ± SD)
	13 848.2 ± 5 855.6*£
	2 811.1 ± 1 592.4*£
	557.3 ± 120.99
	0.002 Ψ

	ALOX15B (mean ± SD)
	270.5 ± 270.2*£
	52.8 ± 64.5
	13.9 ± 10.5
	0.098 Ψ

	RORC (mean ± SD)
	1 540.1 ± 455.2*£
	255.3 ± 127.2*£
	137.2 ± 21.2
	0.013 Ψ

	NECTIN2 (mean ± SD)
	1 185.1 ± 1222.8*£
	457.9 ± 343.7*£
	153.1 ± 40.3
	0.015 Ψ

	LRG1 (mean ± SD)
	1 384.6 ± 1167.9*£
	338.2 ± 493.2*£
	78.7 ±37.7
	0.017 Ψ

	CD276 (mean ± SD)
	633.5 ± 342.5*£
	139.8 ± 71.0*£
	81.2 ± 42.4
	0.013 Ψ

	FOXM1 (mean ± SD)
	819.1 ± 911.5
	222.1 ± 119.4
	111.3 ± 47.8
	0.082 Ψ

	IGF1R (mean ± SD)
	7 452.8 ± 5 956.5*£
	2 555.5 ± 1 703.5
	1 205.2 ± 364.9
	0.039 Ψ


SD –Standard deviation; * p < 0.05; £ - Wilcoxon rank-sum (Mann-Whitney) test (between cluster 3 and cluster 2 and between cluster 3 and cluster 1); Ψ - Kruskal-Wallis test.
