Supplementary figure legends:
Supplementary Figure 1

(A) Relative expression of miR-122-5p in BEAS-2B cells and A549 cells by RT-qPCR. (B) Relative miR-122-5p expression in A549 cells treated with 122-5p inh. or 122-5p mim., by RT-qPCR. 122-5p inh. relying on blocking the binding of miR-122-5p to downstream sites, the intracellular expression level of miR-122-5p was not decreased. The Ctrl group was A549 cells treated with a medium containing 122-5p inh. NC and 122-5p mim. NC. The above bar graphs were the sum of 3 independent experiments (mean ± SD), ns: not significant, *P < 0.05 and **P < 0.01.
Supplementary Figure 2

(A) p53 expression in BEAS-2B cells and A549 cells by RT-qPCR. (B) Effects of different doses of Nutlin-3 on the survival of A549 cells. (C) CCK-8 was used to detect the proliferation of A549 cells treated with si-p53 or Nutlin-3. The colony-forming ability of A549 cells treated with si-p53 or Nutlin-3 (D) and its quantification (E). (F) Apoptosis of A549 cells treated with si-p53 or Nutlin-3 detected by flow cytometry. Early apoptosis (G) and late apoptosis (H) of A549 cells treated with si-p53 or Nutlin-3 levels. The Ctrl group was A549 cells treated with a medium containing si-p53 NC and DMSO. The bar graphs were the sum of 3 independent experiments (mean ± SD), ns: not significant, *P < 0.05 and **P < 0.01

Supplementary Figure 3

(A) Tumor tissues and normal tissues from NSCLC patients by HE sections (10× magnification). (B) Protein expressions of HMGCS1, HMGCR, and FDFT1 in tumor tissues (T) and normal tissues (N) of NSCLC patients by western blotting. (C) Relative expression of MVA pathway genes in BEAS-2B cells and A549 cells by RT-qPCR. Survival curves of HMGCS1 (D), HMGCR (E) and FDFT1 (F) in NSCLC patients. Patient survival data from the database Biomedical Informatics Institute (https://bioinfo.henu.edu.cn/DatabaseList.jsp). Data source: GSE37745; Type: Adenocarcinoma; Survival: OS; Split patients by: Upper 25%. The above data in (C) were the sum of 3 independent experiments (mean ± SD), *P < 0.05 and **P < 0.01.
Supplementary table legends
Supplementary Table 1: Patient Information Collection Form.
Supplementary Table 2: Primer sequences of miR-122-5p inhibitor, miR-122-5p mimic, and si-p53.
Supplementary Table 3: MVA pathway nine genes' primer sequence.
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