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Table S1.  Target genes and its concentration of DNA in standard solution. 

Strain codes Target gene DNA concentration*（ng/µL）  

EAEC-1 aggR 207  

OT-1 stx1 313  

OT-4 stx2 153  

SG-2 ipaH 254  

OCM-012 eae 314  

ETS-002 STh 367  

ETS-018 LT 620  

*The DNA concentrations were measured using a Quantus fluorometer 
(Promega, Madison, WI, USA). 

 

 
 



 
 



Table S3. Sampling rivers, and its infomations in this study.  

River  Length(km) Land use Latitude and Longitude Sampling date 

Oyodo 107 Urban 31°54'27.5"N 131°25'02.9"E 2018/12/17 

Oka 9.6 Urban 31°51'10.8"N 131°23'27.4"E 2018/12/17 

Yae 8.4 Urban 31°52'25.8"N 131°24'05.5"E 2018/12/17 
 


