Table 3. Developed KASP markers based on identified QTL evaluated against a diverse panel of grape cultivars.
	Trait
	Marker
	FF Primer
	FH Primer
	FF2 Primer
	FH2 Primer
	Reverse Primer
	Tm
	Product Sz (bp)

	
	
	
	
	
	
	
	
	
	

	BNo
	14_21821143
	GGGAAATGAAGATCATGTAGCA
	GGGAAATGAAGATCATGTAGCC
	 
	 
	GGCTTAGAATCCCATCACAAATC
	61
	 
	

	
	
	
	
	
	
	
	
	
	

	BW
	7_19355564
	TTATTTGGAGTTTTAATAGTGAATGCATC
	TTATTTGGAGTTTTAATAGTGAATGCATA
	TTATTTGGAGTTTTAATAGTGAATGCATG
	TTATTTGGAGTTTTAATAGTGAATGCATC
	GAAACACTTGGATAATGAGAATAGAGAC 
	62
	81
	

	
	
	
	
	
	
	
	
	
	

	BW
	9_6990766
	GACTTGAGTGGAGAGCTTCG
	GACTTGAGTGGAGAGCTTCA
	GACTTGAGTGGAGAGCTTCC
	GACTTGAGTGGAGAGCTTCT
	TCCATTACCCTTCACCACAAA 
	62
	68
	

	
	
	
	
	
	
	
	
	
	

	CL
	7_8252505
	TGACACTGGGCTGATTTGA
	TGACACTGGGCTGATTTGC
	
	
	GTGGAACTTGGTAGACCCTTTG
	63
	84
	

	EBN
	14_26877597
	GTTGAAGATGCTGGAGAGGA
	GTTGAAGATGCTGGAGAGGC
	
	
	AAATGTAACTCTTCGGTTCCAC
	61
	89
	

	
	
	
	
	
	
	
	
	
	

	BS
	8_10545513
	GATGTATGCATTTGTTTTGCCATAA
	GATGTATGCATTTGTTTTGCCATAC
	GATGTATGCATTTGTTTTGCCATAG
	
	TTTGGAATGCTTCTACTGTTTGG
	62
	64
	

	
	
	
	
	
	
	
	
	
	

	BS
	8_96364
	TGGACAAGGTGGTGAACAG
	TGGACAAGGTGGTGAACAA
	TGGACAAGGTGGTGAACAC
	
	GGAGCAACTTGCCATCATTTC
	62
	79
	

	
	
	
	
	
	
	
	
	
	

	FC
	17_1413957
	TTTCATGAGATGTAGGAGTTGAGA
	TTTCATGAGATGTAGGAGTTGAGC
	TTTCATGAGATGTAGGAGTTGAGG
	
	CGTAGAAGTTGAAATCTCTTCATGC
	62
	52
	

	
	
	
	
	
	
	
	
	
	

	FC
	17_6745403
	TGCTTGGTCTAGTGGGTGTA
	TGCTTGGTCTAGTGGGTGTC
	TGCTTGGTCTAGTGGGTGTG
	
	CGAGAAGAAACAGGTGGAGAG
	63
	74
	

	
	
	
	
	
	
	
	
	
	

	FC
	12_8142405
	TGAAGAAGGGCAATTACTTGAGAA
	TGAAGAAGGGCAATTACTTGAGAC
	TGAAGAAGGGCAATTACTTGAGAG
	
	CAGATTCATGAGCTGCCTCTT
	63
	98
	

	
	
	
	
	
	
	
	
	
	

	FC
	17_5893163
	CTTGTGTCAGAAACCCTAACTCTA
	CTTGTGTCAGAAACCCTAACTCTC
	
	
	ACAGAACGATAGTGCAGCTC
	62
	61
	

	
	
	
	
	
	
	
	
	
	

	FT
	18_13860028
	GAACTAGTTCTTGGCAGTTTGAC
	GAACTAGTTCTTGGCAGTTTGAA
	
	
	GGTGGAAACTCAGGAATTTATGG 
	62
	64
	

	
	
	
	
	
	
	
	
	
	

	BSW
	18_31132460
	CATGTGTTTTCCCTTTTGTAGGAA
	CATGTGTTTTCCCTTTTGTAGGAC
	
	
	CCCAAACATAACGCTGTAGGA 
	59
	62
	

	
	
	
	
	
	
	
	
	
	

	VT
	17_6623514
	CTTTTCCATGTCCCCGTACA
	CTTTTCCATGTCCCCGTACC
	CTTTTCCATGTCCCCGTACG
	
	GTCTTGATCCTTTGTGTGAAGTG
	62
	70
	

	
	
	
	
	
	
	
	
	
	

	VT
	18_9598522
	GAGAACAAGAACCTTTTCTCAAAATTA
	GAGAACAAGAACCTTTTCTCAAAATTC
	
	
	TTCTGGGCAATCTCAGTATGG
	62
	60
	

	
	
	
	
	
	
	
	
	
	



