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Fig.S1 Identification of stable cell lines. The expression of MAEA was detected by western blotting in SF295-NC, SF295-shMAEA#1, SF295-shMAEA#2, T98G-NC, T98G-shMAEA#1, T98G-shMAEA# 2, LN229-vec and LN229-MAEA-OE cell lines.
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Fig.S2 MAEA promotes TMZ resistance. The IC50 values of GBM cells with TMZ treatment were detected by CCK8 in (A)SF295-NC, SF295-shMAEA#1, SF295-shMAEA#2, (B)T98G-NC, T98G-shMAEA#1, T98G-shMAEA#2 and (C)LN229-vec, LN229-MAEA-OE cell lines.
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Fig.S3 The interaction between MAEA and KHDRBS2. His-KHDRBS2 and Flag-MAEA plasmids were transiently transfected into 293T cells, and the interaction between MAEA and KHDRBS2 was detected by IP assay.
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Fig.S4 The effect of transient knockdown or overexpression of PHD3 in cells with stably knocking down or overexpressing MAEA. (A)The protein expression of MAEA and PHD3 were detected by western blot in SF295-shMAEA and control cell lines. (B)The protein expression of MAEA and PHD3 were detected by western blot in LN229-MAEA-OE and control cell lines.

Supplementary Tables
Table.S1 Primers for homologous recombination and point mutation.
	Name
	Primer（5’ - 3’）

	Flag-MAEA-Forward 
	ATTCGAATTTAAATCGGATCCATGGCGGTGCAGGAGTCG

	Flag-MAEA-Reverse 
	ATGGTCTTTGTAGTCGGATCCCATGATGTACACCTTCTCGGCTT

	His-PHD3-Forward 
	CCGCTCGAGTCTAGAGGGCCCATGCCCCTGGGACACATCA

	His-PHD3-Reverse 
	ATGGTGATGATGGAAGGGCCCGTCTTCAGTGAGGGCAGATTCAG

	KHDRBS2—Forward 
	CCGCTCGAGTCTAGAGGGCCCATGGAAGAGGAGAAATATTTGCCT

	KHDRBS2- Reverse 
	CCGCTCGAGTCTAGAGGGCCCATGGAAGAGGAGAAATATTTGCCT

	His-PHD3-K159R-Forward 
	ATGCCAGGCTACATGGTGGGATCCTGCGGATA

	His-PHD3-K159R-Reverse 
	ACCATGTAGCCTGGCATCCCAATTCTTGTTCA

	His-PHD3-K172R-Forward 
	AGAGGGGAGATCATTCATAGCAGATGTGGAGCC

	His-PHD3-K172R-Reverse 
	TGAATGATCTCCCCTCTGGAAATATCCGCAGG

	HA-Ub-K48R-Forward 
	TTTGCTGGGAGGCAGCTGGAAGATGGACGCACCCTGTCTGAC

	HA-Ub-K48R-Reverse 
	TTCCAGCTGCCTCCCAGCAAAGATCAACCTCTGCTGGTCAGG

	HA-Ub-K63R-Forward 
	AACATCCAGAGGGAGTCCACCCTGCACCTGGTCCTCCGTCTC

	HA-Ub-K63R-Reverse 
	GGTGGACTCCCTCTGGATGTTGTAGTCAGACAGGGTGCGTCC



Table.S2 Target sequence for RNA interference
	Name
	Target sequence (5’ - 3’)

	shMAEA#1
	CCCGAGAACCAAAGAAGTCTT

	shMAEA#2
	CTGTTTCTTGCGACCAAAGAT

	shPHD3#1
	CTAGCTGGCCAGCGGTTTAAA

	shPHD3#2
	CACCTGCATCTACTATCTGAA

	NC
	TTCTCCGAACGTGTCACGT




Table.S3 Clinical characteristics of 6 pair primary and recurrent glioma patients
	[bookmark: _Hlk94268065]Case
	Gender
	Age
	Progression status
	Clinical Stage
	Therapeutic modality
	IDH mutation status

	Case1
	Male
	44
	Primary
	II
	Total resection+Radiation +TMZ  
	WT

	
	
	
	Recurrent
	IV
	Total resection+TMZ+Anlotinib  
	WT

	Case2
	Male
	35
	Primary
	IV
	Total resection+Radiation +TMZ 
	WT

	
	
	
	Recurrent
	II
	Total resection
	WT

	Case3
	Male
	27
	Primary
	IV
	Total resection+Radiation+TMZ
	WT

	
	
	
	Recurrent
	IV
	Total resection+TMZ
	WT

	Case4
	Male
	48
	Primary
	IV
	Total resection
	WT

	
	
	
	Recurrent
	IV
	Total resection
	WT

	Case5
	Female
	65
	Primary
	IV
	Total resection
	WT

	
	
	
	Recurrent
	IV
	Total resection
	WT

	Case6
	Female
	57
	Primary
	IV
	Total resection
	WT

	
	
	
	Recurrent
	IV
	Total resection
	WT



Table.S4 Clinical characteristics of 56 glioma patients
	Characteristics
	Number of patients (%)

	Gender
	

	  Male
	30（53.57%）

	  Female
	26（46.43%）

	Age
	

	  ≥45
	42（75%）

	  ＜45
	14（25%）

	Clinical Stage
	

	  Ⅰ~Ⅱ
	13（23.21%）

	  Ⅲ~Ⅳ
	43（76.79%）

	Therapeutic modality
	

	  Total resection
	54（96.42%）

	Subtotal resection
	2（3.57%）

	  Radiation therapy
	20（35.71%）

	  TMZ treatment
	19（33.93%）

	IDH mutation status
	

	  Mutant
	2（3.57%）

	  Wildtype
	7（12.50%）

	  Unknown
	47（87.5%）
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