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Table S1. Primers used in the analysis of qRT-PCR, subcellular localization, yeast hybridization, overexpression, and semi-qRT-PCR.

	Function
	Gene
	Forward primer (5’ - 3’)
	Reverse primer (5’ - 3’)

	qRT-PCR
	ClActin
	GTACTGCTTGTAGGTGGAGTTGC
	TAGAATACCAAGAACAGCACCAC

	
	ClMYB1
	GCGATTGGCTTCATTGCTTGAG
	TACAGAGGAACACACGAGCGATG

	
	ClMYB2
	GAATGAGCAACATAAGGGAGGAG
	TCTTAGGTTCCAATGTAGCCAGC

	
	ClMYB3
	CAGAACTCCGAAGTAACCAGCTC
	GGTGGAACAAGGCAAACTGATAC

	
	ClMYB4
	AGGTCTGGCTTATGATTACAGGC
	CAGAGGCAACAAATGCTTATCTAC

	
	ClMYB5
	GGAGTATGGATTTCCAAACCCAG
	CGATCAACCCAAGAGCTTTCATC

	
	ClMYB11
	GCTCTGTGTTGTCTGCCATTGTAG
	CCCTTTATTCTCTCACGCTCTCTC

	
	ClMYB12
	AGCAAGCAGGACTTTTGAGATGTG
	CATTATCTGTTCTTCCAGGCAGGC

	
	ClMYB16
	GACTGTAAACGGGCATTTCATAG
	GCATCTCTATTCACAGACACAGC

	
	ClMYB24
	GGACACATTCTCAAGCTGAAG
	GTACGAGGATAGCTGTTCAGTG

	
	ClMYB25
	TGGATCTCAGACTGTATTGTCAG
	GTTGAAAGCTGAATGTCATGCAC

	
	ClMYB26
	GGAATAGCAGCAGCAACATAGAG
	ATGTCCAGAAGGCTTGGTTTCAG

	
	ClMYB42
	CGCTGTGGAATATTGACATGGAG
	TAGTCGTGGTGCATTTGTGATAC

	
	ClMYB49
	GCTGATTGTAAGGGTGATGACAG
	CTCCTCCTAATGAATTACCTGTG

	
	ClMYB51
	CAGCCATCAAGTGACTGTGCCTC
	CCGAAGGCTGGCTAGACGAAGAG

	Subcellular localization
	ClMYB1
	CGGGGTACCACTATGGGAAGGCAGCCGTGCT
	GCTCTAGACATTTCCTCAAGCAATGAAGCCA

	Yeast hybridization
	ClMYB1
	ATGGGAAGGCAGCCGTGCTGTG
	CATTTCCTCAAGCAATGAAGC

	Overexpression
	ClMYB1
	CGGGGTACCCTCGCATACTATGGGAAGGCAGC
	GCTCTAGATACAGAGGAACACACGAGCGATG

	Semi-qRT-PCR
	ClMYB1
	TGCTGCTTCTGTGGATAACAATG
	TACAGAGGAACACACGAGCGATG

	
	NbActin
	CTAGAGACTTCAAAGACCAGCTC
	ATAGAGCCTCCTATCCAGACACT



