SUPPLEMENTAL DATA
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Description automatically generated]Figure S1: Metabolomic and stable isotope data for glycolysis. A) Metabolomic data for glycolytic intermediates. T cells were activated for 24 hours as indicated above. Cell pellets were collected and sent for metabolomic analysis. Metabolites were normalized to protein levels. N = 10 mice/condition. B) Metabolomic data for pentose phosphate pathway intermediates. T cells were activated for 24 hours as indicated above. Cell pellets were collected and sent for metabolomic analysis. Metabolites were normalized to protein levels. N = 10 mice/condition. C) Labelling of glycolytic intermediates by 13C-glucose in T cells activated for 24 hours. N = 3 mice/condition. D) TCA cycle isotopologues following 13C-glucose in activated T cells for 24 hours. N = 3 mice/condition.  
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Description automatically generated]Figure S2: Metabolomic and stable isotope data for TCA cycle. A) Metabolomic data for TCA cycle intermediates. T cells were activated for 24 hours as indicated above. Cell pellets were collected and sent for metabolomic analysis. Metabolites were normalized to protein levels. N = 10 mice/condition. B) Cartoon of anaplerotic amino acids in the TCA cycle. C) Metabolomics for cellular amino acids. TPdh-/- amino acids were normalized to WT and represented as Z-scores due to diverse ranges of amino acid concentrations. N = 10 mice/condition. D) TCA cycle isotopologues following 13C-glutamine in activated T cells for 24 hours. N = 3 mice/condition. E) Extracellular flux analysis of WT and TPdh-/- T cells using palmitate as a substrate.  N = 4 mice/condition. Error bars = SEM. * P < 0.05. 
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Description automatically generated]Figure S3: TPdh-/- T cell differentiation. A) In vitro T cell differentiation under high and low stimulation conditions: Th1, Th2, Th9, Th17, Treg. Please see Methods for details. B) TE and TM differentiation protocol. C) Granzyme B expression in TM cells. TM cells were differentiated as above and Genzyme B (GZMB) expression was determined by flow cytometry. N = 4 mice/condition. 
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