
SIP 700 Bin0 sca�old 1843 c1 3
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WP 075197005 1 MULTISPECIES bifunctional proline dehydrogenaseL-glutamate gamma-semialdehyde dehydrogenase PutA-unclassi�ed Marinobacter
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SIP 5 Bin33 sca�old 100 c1 73

RCL88921 1 bifunctional proline dehydrogenaseL-glutamate gamma-semialdehyde dehydrogenase PutA-Hyphomonas sp
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SIP 5 Bin15 sca�old 58 c1 120

WP 034736034 1 bifunctional proline dehydrogenaseL-glutamate gamma-semialdehyde dehydrogenase PutA-Hyphomonas chukchiensis
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WP 091644346 1 bifunctional proline dehydrogenaseL-glutamate gamma-semialdehyde dehydrogenase PutA-Marinobacter salarius
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OIQ44531 1
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SIP 5 2.B14 sca�old 18 c1 97
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SIP 5 Bin19 sca�old 79 c1 2
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SIP 5 Bin11 sca�old 43 c1 29
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SIP 700 Bin20 sca�old 17 c3 52
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WP 011588417 1 aldehyde dehydrogenase family protein-Alcanivorax borkumensis

SIP 5 Bin25 sub sca�old 5 c1 355

SIP2 5 Bin18 sca�old 144 c1 4

SIP 5 Bin2 sca�old 125 c1 28

WP 121877736 1 aldehyde dehydrogenase family protein-Umboniibacter marinipuniceus

NVK12171 1

SIP 700 Bin0 sca�old 1202 c1 3

EDQ04453 1 aldehyde dehydrogenase family protein-Sul�tobacter indolifex HEL-45

SIP 5 Bin9 sca�old 1268 c2 3

SIP 700 Bin16 sca�old 27 c1 218

SIP 700 Bin18 sca�old 29 c1 218

WP 020682725 1 aldehyde dehydrogenase-Marinobacterium rhizophilum

WP 027855125 1 aldehyde dehydrogenase-Marinobacterium litorale

SIP 700 Bin2 sca�old 459 c1 6

SIP 700 Bin22 sca�old 857 c1 6

WP 032095787 1 MULTISPECIES aldehyde dehydrogenase-unclassi�ed Alteromonas

WP 071979116 1 MULTISPECIES aldehyde dehydrogenase-Alteromonas

SIP 5 Bin19 sca�old 73 c1 173

WP 025266385 1 aldehyde dehydrogenase-Thalassolituus oleivorans

SIP 5 Bin5 sca�old 175 c1 43

WP 015488372 1 aldehyde dehydrogenase-Thalassolituus oleivorans

SIP 700 Bin15 sca�old 116 c1 21

PHR99944 1 aldehyde dehydrogenase-Oceanobacter sp

SIP 700 Bin21 sca�old 122 c1 21

SIP1 5 Bin10 sca�old 36 c1 16

SIP 700 Bin3 sca�old 12 c1 258

WP 075194290 1 MULTISPECIES aldehyde dehydrogenase-Marinobacter

SIP 5 2.B14 sca�old 2 c1 261

SIP 5 Bin8 sca�old 908 c1 3

WP 123643541 1 aldehyde dehydrogenase family protein-Histidinibacterium lentulum

SIP 5 Bin37 sca�old 159 c2 22

SIP 700 Bin13 sca�old 51 c1 198

SIP 700 Bin8 sca�old 51 c1 19

WP 027239251 1 aldehyde dehydrogenase-Pseudophaeobacter arcticus
WP 167682656 1 aldehyde dehydrogenase-Sedimentitalea sp CY04
SIP 5 Bin13 sca�old 54 c1 209

WP 089893045 1 aldehyde dehydrogenase-Lentibacter algarum
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SIP 700 Bin9 sca�old 4 c2 189

WP 046000587 1 MULTISPECIES aldehyde dehydrogenase family protein-Paracoccus
WP 045982320 1 aldehyde dehydrogenase family protein-Paracoccus sp S4493

SIP 700 Bin17 sca�old 28 c2 107
WP 145001457 1 aldehyde dehydrogenase-Olleya sp Hel I 94SIP 700 Bin14 sca�old 26 c2 107

OIQ22316 1 aldehyde dehydrogenase-Lacinutrix sp MedPE-SW
SIP 700 Bin17 sca�old 1 c2 426

SIP 700 Bin14 sca�old 2 c2 426
WP 145001904 1 aldehyde dehydrogenase-Olleya sp Hel I 94

SIP 5 Bin13 sca�old 54 c1 158
WP 089893184 1 aldehyde dehydrogenase family protein-Lentibacter algarum

SIP 5 Bin7 sca�old 70 c1 73
SIP 5 Bin8 sca�old 302 c1 29WP 108838474 1 aldehyde dehydrogenase family protein-Tateyamaria sp Alg231-49

SIP 5 Bin25 sca�old 168 c1 47SIP 5 Bin37 sca�old 14 c1 49SIP 700 Bin13 sca�old 24 c1 24SIP 700 Bin8 sca�old 26 c1 24SIP 5 Bin3 sca�old 9 c5 1WP 009810102 1 aldehyde dehydrogenase family protein-Roseobacter sp MED193

WP 027241948 1 aldehyde dehydrogenase family protein-Pseudophaeobacter arcticus

WP 120350040 1 aldehyde dehydrogenase family protein-Sul�tobacter sp D7

WP 132444140 1 aldehyde dehydrogenase family protein-Sul�tobacter indolifex

SIP 700 Bin0 sca�old 1381 c1 3
OWU66827 1 aldehyde dehydrogenase-Roseovarius sp 22II1-1F6A

WP 097374595 1 aldehyde dehydrogenase family protein-Paci�citalea manganoxidans

SIP 5 Bin0 sca�old 1104 c1 8
SIP 700 Bin1 sca�old 102 c1 88

SIP 700 Bin9 sca�old 125 c1 75
WP 139085323 1 aldehyde dehydrogenase family protein-Paracoccus marcusii

SIP 5 Bin13 sca�old 356 c1 30
WP 089894724 1 aldehyde dehydrogenase-Lentibacter algarum

SIP 5 Bin7 sca�old 282 c1 9
SIP 5 Bin8 sca�old 718 c2 5

SIP 5 Bin25 sca�old 1494 c1 5

WP 085308370 1 aldehyde dehydrogenase-Planktotalea arctica

SIP 5 Bin1 sca�old 2223 c1 3

HAB76773 1
WP 044048901 1 aldehyde dehydrogenase-Planktomarina temperata

SIP 5 Bin8 sca�old 758 c1 5

SIP 5 Bin25 sca�old 329 c1 13

WP 108839021 1 aldehyde dehydrogenase-Tateyamaria sp Alg231-49

SIP 5 Bin37 sca�old 231 c1 32

SIP 700 Bin13 sca�old 296 c1 14

SIP 700 Bin8 sca�old 324 c1 17

SIP 5 Bin3 sca�old 159 c1 17

WP 089344374 1 aldehyde dehydrogenase-Paracoccus seriniphilus

SIP1 5 Bin10 sca�old 250 c1 11

WP 041333643 1 aldehyde dehydrogenase-Marinobacter salarius

SIP 700 Bin3 sca�old 70 c1 11

SIP 5 2.B14 sca�old 45 c1 161

WP 075195403 1 MULTISPECIES aldehyde dehydrogenase-unclassi�ed Marinobacter

SIP 5 Bin2 sca�old 19 c4 91

WP 121877064 1 aldehyde dehydrogenase-Umboniibacter m
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WP 085760163 1 aldehyde dehydrogenase-Oceanicoccus sagamiensis

SIP 5 Bin37 sca�old 84 c1 104

SIP 700 Bin8 sca�old 23 c1 373

SIP 700 Bin13 sca�old 20 c1 42

SIP 5 Bin3 sca�old 55 c1 42

WP 154665464 1 aldehyde dehydrogenase family protein-Pseudophaeobacter arcticus

WP 156414873 1 aldehyde dehydrogenase family protein-Phaeobacter sp CECT 5382
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SIP 5 Bin25 sca�old 440 c1 6
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aldehyde dehydrogenase fam
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SIP 5 Bin33 sca�old 101 c1 6

EAP89333 1 aldehyde dehydrogenase-Oceanicaulis sp HTCC2633

aldehyde dehydrogenase fam
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aldehyde dehydrogenase fam
ily protein-Pseudophaeobacter arcticus

aldehyde dehydrogenase fam
ily protein-Phaeobacter sp 22II1-1F12B

Aldehyde dehydrogenase-Pseudom
onas oleovorans

SIP1 5 Bin18 sca�old 1197 c1 5

PCI46495 1 aldehyde dehydrogenase-Oceanospirillales bacterium

W
P 015486579 1 aldehyde dehydrogenase fam

ily protein-Thalassolituus oleivorans

SIP 5 Bin2 sca�old 19 c2 23

W
P 121877223 1 aldehyde dehydrogenase fam
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boniibacter m
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OYV50085 1 aldehyde dehydrogenase-Rhodospirillales bacterium
 20-60-12

SIP 700 Bin12 sca�old 8 c1 39

SIP 700 Bin23 sca�old 140 c1 39
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W
P 121918093 1 aldehyde dehydrogenase-Dokdonia sinensis

SIP 700 Bin17 sca�old 1 c2 389

SIP 700 Bin14 sca�old 2 c2 389

SIP 5 Bin11 sca�old 94 c2 113

MBP21648 1

SIP 5 Bin9 sca�old 1568 c1 5

SIP 700 Bin16 sca�old 146 c1 48

SIP 700 Bin18 sca�old 145 c1 38

WP 006011635 1 aldehyde dehydrogenase family protein-Glaciecola pallidula

WP 014107657 1 aldehyde dehydrogenase family protein-Glaciecola nitratireducens

SIP 700 Bin2 sca�old 396 c1 10

SIP 700 Bin22 sca�old 349 c1 15MAI36240 1

SIP 700 Bin15 sca�old 9 c1 38

WP 076923034 1 coniferyl aldehyde dehydrogenase-Pseudoalteromonas sp SK20

SIP 700 Bin21 sca�old 5 c1 496

SIP1 5 Bin18 sca�old 193 c4 2

PHS00527 1 coniferyl-aldehyde dehydrogenase-Oceanobacter sp

SIP 5 Bin19 sca�old 104 c1 95

WP 015485412 1 coniferyl aldehyde dehydrogenase-Thalassolituus oleivorans

SIP 5 Bin5 sca�old 486 c1 20

PCI50313 1 coniferyl-aldehyde dehydrogenase-Oceanospirillales bacterium

SIP1 5 Bin10 sca�old 36 c1 205

WP 041332508 1 coniferyl aldehyde dehydrogenase-Marinobacter salarius

SIP 700 Bin3 sca�old 12 c1 69

SIP 5 2.B14 sca�old 2 c1 450

WP 036210839 1 MULTISPECIES coniferyl aldehyde dehydrogenase-Marinobacter

SIP 5 Bin25 sub sca�old 13 c1 69

SIP2 5 Bin18 sca�old 659 c3 9

WP 011587385 1 MULTISPECIES coniferyl aldehyde dehydrogenase-Alcanivorax

SIP 5 Bin11 sca�old 130 c1 12MAC15140 1

SIP 700 Bin20 sca�old 281 c1 28MBQ23882 1MAN65428 1MBA28330 1

SIP 5 Bin32 sca�old 637 c1 2

SIP 5 Bin33 sca�old 255 c1 23

SIP 5 Bin15 sca�old 225 c1 27NQY41321 1
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