Tree scale: 1

Rubredoxin-NAD+ reductase-Acinetobacter baylyi

NVK12325 1

‘ — WP 121875415 1 FAD-dependent oxidoreductase-Umboniibacter marinipuniceus
‘ — SIP 5 Bin2 scaffold 123 c19

Rubredoxin-NAD+ reductase-Pseudomonas aeruginosa

' | WP 085678691 1 MULTISPECIES FAD-dependent oxidoreductase-Marinobacter
o
_‘_ T WP 041332499 1 FAD-dependent oxidoreductase-Marinobacter salarius
SIP 5 Bin5 scaffold 62 c1 106
o .“ PCI50270 1 FAD-dependent oxidoreductase-Oceanospirillales bacterium
_‘ SIP 5 Bin19 scaffold 70 c1 128
r HCG78193 1

WP 035461488 1 MULTISPECIES rubredoxin--NAD + reductase-unclassified Alcanivorax
Rubredoxin-NAD+ reductase-Alcanivorax borkumensis

SIP 5 Bin25 sub scaffold 13 c1 207

MBQ24809 1

WP 007151307 1 FAD-dependent oxidoreductase-Alcanivorax sp DG881
‘| SIP 700 Bin20 scaffold 424 c1 10

MAC15873 1
L
‘ﬂ‘ SIP 5 Bin11 scaffold 182 c1 31

. Rubredoxin-NAD+ reductase-Pseudomonas putida

} ; SIP2 5 Bin18 scaffold 117 c1 62
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. — Rubredoxin-NAD+ reductase-Pseudomonas oleovorans

. [ WP 084394763 1 FAD-dependent oxidoreductase-Henriciella pelagia

WP 022988823 1 FAD-dependent oxidoreductase-Marinobacter sp ES-1

WP 011784143 1 MULTISPECIES FAD-dependent oxidoreductase-Marinobacter

WP 011587500 1 MULTISPECIES FAD-dependent oxidoreductase-Alcanivorax
‘{ SIP2 5 Bin18 scaffold 334 c1 14

‘ SIP 5 Bin25 sub scaffold 5 c1 14
) r WP 008930231 1 FAD-dependent oxidoreductase-Alcanivorax hongdengensis
|.. WP 007149013 1 MULTISPECIES FAD-dependent oxidoreductase-unclassified Alcanivorax
. ; SIP 700 Bin20 scaffold 76 c1 27
| WP 035248721 1 MULTISPECIES FAD-dependent oxidoreductase-Alcanivorax

. MBD3642862 1
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SIP 5 Bin11 scaffold 7 c1 5

NQY97106 1
MAN66758 1

.‘{ | WP 084333193 1 FAD-dependent oxidoreductase-Hyphomonas sp L-53-1-40

g HBN93116 1
¢

MAA83053 1

WP 139598541 1 MULTISPECIES NAD P FAD-dependent oxidoreductase-Paracoccus

WP 097372352 1 FAD-dependent oxidoreductase-Pacificitalea manganoxidans
o —.J SIP2 5 Bin10 scaffold 17 c1 154

" SIP 5 BinO scaffold 23 c1 154
— WP 117154989 1 FAD-dependent oxidoreductase-Rhodobacteraceae bacterium 63075

WP 089887178 1 FAD-dependent oxidoreductase-Lentibacter algarum

WP 009810678 1 FAD-dependent oxidoreductase-Roseobacter sp MED193
_._|7r WP 027241797 1 FAD-dependent oxidoreductase-Pseudophaeobacter arcticus

KZZ20268 1 pyridine nucleotide-disulfide oxidoreductase-Sulfitobacter sp HI0082
.“ WP 120349965 1D P FAD-dependent oxidoreductase-Sulfitobacter sp D7
. ‘SIP 700 BinO scaffold 1677 c1 2
— WP 076629248 1 FAD-dependent oxidoreductase-Tateyamaria omphalii
.L WP 108836629 1 FAD-dependent oxidoreductase-Tateyamaria sp Alg231-49
.J SIP 5 Bin25 scaffold 164 c1 54
.SIP 5 Bin8 scaffold 313 c1 19

Taxonomic groups

Phylum Genus
O Alcanivorax Celeribacter Flavobacterium  Henriciella Lentibacter Oleibacter Paracoccus
Gammaproteobacteria O Alteromonas © Dokdonia O Glaciecola Hyphomonas Marinobacter ~ Olleya Planktomarina
Alphaproteobacteria © Pseudomonadales Sulfitobacter @ Thalassolituus

Pseudophaeobacter O Tateyamaria



