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Fig. S1. Identification of Acinetobacter sp. B213 by Gram staining. (A) colony morphology, (B) Bacillus subtilis control, (C) E. coli control, (D) Acinetobacter sp. 213.
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Fig. S2. Phylogenetic tree analysis of Acinetobacter sp. B213
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Fig. S3.16S rDNA sequence.
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Fig. S4. SEM images of pretreated corn straw. The left and right images are enlarged by 500 and 1000 times respectively for the same treatment. a and b are bacteria pretreatment, c and d are enzyme pretreatment, e and f are bacteria enzyme pretreatment, g and h are 1% NaOH pretreatment, i and j are water treatment control.
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Fig. S5 XRD images of pretreated corn straw.
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Fig. S6. FTIR images of pretreated corn straw.
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a5 MF682431.1 Acinetobacter sp. strain HR-B 165 ribosomal RNA gene partial sequence

JQ247013.1 Acinetobacter sp. SRI 305 16S ribosomal RNA gene partial sequence
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MH396769.1 Acinetobacter sp. strain WWv203 165 ribosomal RNA gene partial sequence
AM184251.1 Acinetobacter sp. WAB1910 partial 165 rRNA gene strain WAB1910
EU169142.1 Moraxellaceae bacterium p2-2 16 ribosomal RNA gene partial sequence

EF025585.1 Acinetobacter sp. lbrf-2 16S ribosomal RNA gene partial sequence

[ MT279467.1 Acinetobacter sp. strain LES 165 ribosomal RNA gene partial sequence

KY425602.1 Acinetobacter sp. strain KNDSW-AIA3 165 ribosomal RNA gene partial sequence

FJ607348.1 Acinetobacter sp. SeaH-As2w 16S ribosomal RNA gene partial sequence
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— MK824735.1 Bacterium strain BS1547 16 ribosomal RNA gene partial sequence

Acinetobacter sp.B403

,8 KX928708.1 Acinetobacter sp. strain CMDB-2 165 ribosomal RNA gene partial sequence
57! KCB71535.1 Acinetobacter sp. dcm5A(2013) 165 ribosomal RNA gene partial sequence
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