
2)CD20

Rattus norvegicus membrane spanning 4-
domains A1 (Ms4a1), mRNA = B-
lymphocyte antigen CD20

 Référence NCBI     :   NM_001107578 ENSRNOT00000028433.7

 Taille 894  NT

 Séquences protéique     / NT     :  

MTTPRNSVSGPFPTEPTKGPLAMQPAQKVIPRRPSSLVGPTQSF 
FMRESKALGAVQIMNGLFHISLGGLLMIPTGVFAPICLSVWYPLWGGIMYIISGSLLA 
AAAEKTSRKSLATKVIMSSLSLFAAISGIILSIMDILNITVSHFLKMERLELIKTPKL 
YVDIYNCEPSNSSEKNSPSTQYCNSVQSVFLGILSVMLISAFFQKLVTAGVVENEWKR 
VCSRPKSNVVLLSAGEKKEQTIKMKEEIIELSGVSSQPKNEEEIEIIPVQEEEEEEAE 
INFPAPPQEQESLPVENEISP

at gacaacaccc agaaattcag tgagtggacc tttcccaaca
       61 gagcctacaa aaggacccct cgccatgcaa cctgctcaaa aagtaatccc cagaagacca
      121 tcttcactgg tgggccccac acaaagcttc ttcatgaggg aatcaaaggc tttgggggct
      181 gtccagatca tgaatggcct cttccacatt tccctggggg gactgctgat gatccccaca
      241 ggagtttttg cacccatctg tttgagtgta tggtaccctc tgtggggagg cattatgtac
      301 atcatttcag gatcactcct ggcagctgca gcagagaaaa cctccaggaa gagtttggca
      361 acgaaagtga taatgagctc tctaagcctc tttgctgcca tttctggaat aattctttca
      421 atcatggaca tacttaacat tacagtttct cattttttaa aaatggagag actggaactg
      481 attaaaactc ccaagctata tgttgatatc tacaactgtg agccatccaa ttcctcagag
      541 aaaaactccc catctacaca gtactgtaac agcgtgcagt ctgtgttctt gggcattctg
      601 tcggtgatgc tgatctctgc cttcttccag aagctcgtga cagccggtgt tgtagagaat
      661 gagtggaaaa gagtgtgctc caggcccaaa tctaatgtgg ttctgctgtc agctggagaa
      721 aaaaaagagc agacaattaa aatgaaagaa gaaatcattg agctaagtgg agtatcttcc
      781 caaccaaaga atgaagagga aattgaaatt attccagtgc aggaggaaga agaagaagaa
      841 gcagaaataa acttcccagc acctccccaa gagcaggaat ccttgccagt ggaaaatgag
      901 atctctcctt aa

 Amorces synthétisées   :

Ms4a1_AscI_Fwd

tataGGCGCGCCa at gacaacaccc agaaattcag tg

Ms4a1_NotI_Rev

ttaaGCGGCCGCa ttaaggagagatctcattttccac

http://www.ensembl.org/Rattus_norvegicus/Transcript/Summary?db=core;g=ENSRNOG00000020945;r=1:227429596-227441442;t=ENSRNOT00000028433


 Expériences     :  

o PCR 08/07   : sur les 7 conditions cycle Q5-TM 56°C-Enhancer 5- 2min 30 d’élongation

 

 Bande RATE 

o 21/07 : Extraction sur gel et purification bande rate     :  

o 22/07 : Réaction Zéro Blunt TOPO

o 24/07 Miniprep  

o Sep/Oct     : soucis clonage     : Vecteur     ? PCR mal digerée     ?  

o Essais miniprep 16/09 09/10  

o 19/10     : redigestion de la PCR   

o 20/10 transformation  

o 22/10 mini prep FlagBirA_CD20 rate OK à séquencer  

o 28/10 envoi au séquencage  

Rate DiT0 DiT24 DiT48 SP  CTX     Eau

Rate  



 Sequencage     : clone FlagBirA CD20 rate A  

 B3Fwd Séquencage  

ATGACAACACCCAGAAATTCAGTGAGTGGACCTTTCCCAACAGAGCCTACAAAAGGACCCCTCGCCATGCAAC

CTGCTCAAAAAGTAATCCCCAGAAGACCATCTTCACTGGTGGGCCCCACACAAAGCTTCTTCATGAGGGAATCA

AAGGCTTTGGGGGCTGTCCAGATCATGAATGGCCTCTTCCACATTTCCCTGGGGGGACTGCTGATGATCCCCAC

AGGAGTTTTTGCACCCATCTGTTTGAGTGTATGGTACCCTCTGTGGGGAGGCATTATGTACATCATTTCAGGAT

CACTCCTGGCAGCTGCAGCAGAGAAAACCTCCAGGAAGAGTTTGGTCAAAGCGAAAGTGATAATGAGCTCTCT

AAGCCTCTTTGCTGCCATTTCTGGAATAATTCTTTCAATCATGGACATACTTAACATTACAGTTTCTCATTTTTTA

AAAATGGAGAGACTGGAACTGATTAAAACTCCCAAGCTATATGTTGATATCTACAACTGTGAGCCATCCAATTC

CTCAGAGAAAAACTCCCCATCTACACAGTACTGTAACAGCGTGCAGTCTGTGTTCTTGGGCATTCTGTCGGTGA

TGCTGATCTCTGCCTTCTTCCAgAAGCTCGTGACAGCCGGTGTTGTAGAGAATGAGTGGAAAAGAGTGTGCTC

CAGGCCCaAATCTAATGTGGTTCTGCTGTCAGCTGGAGAAAAAAAAGANCANACAATTAAAATGAAAGAAGA

AATCATTGAGCTAAGTGGAGTATCTTCCCANCCAAAGAATGAANAGGAAATTGAAATTATTCCNGTGCNGNA

GGAAGAA

 BGHRev Séquencage  

ATGACAACACCCAGAAATTCAGTGAGTGGACCTTTCCCAACAGAGCNTACAAAAGGACCCCTCGCCATGCAact

GCTCAAAAAGTAATCCCCAGAAGACCATCTTCACTGGTGGGCCCCACACAAAGcTTCTTCATGAGGGAATCAAA

GGCTTTGGGGGCTGTCCAGATCATGAATGGCcTCTTCCACATTTCCCTGGGGGGACTGCTGATGATCCCCACAG

GAGTTTTTGCACCCATCTGTTTGAGTGTATGGTACCCTCTGTGGGGAGGCATTATGTACATCATTTCAGGATCA

CTCCTGGCAGCTGCAGCAGAGAAAACCTCCAGGAAGAGTTTGGTCAAAGCGAAAGTGATAATGAGCTCTCTAA

GCCTCTTTGCTGCCATTTCTGGAATAATTCTTTCAATCATGGACATACTTAACATTACAGTTTCTCATTTTTTAAA

AATGGAGAGACTGGAACTGATTAAAACTCCCAAGCTATATGTTGATATCTACAACTGTGAGCCATCCAATTCCT

CAGAGAAAAACTCCCCATCTACACAGTACTGTAACAGCGTGCAGTCTGTGTTCTTGGGCATTCTGTCGGTGATG

CTGATCTCTGCCTTCTTCCAGAAGCTCGTGACAGCCGGTGTTGTAGAGAATGAGTGGAAAAGAGTGTGCTCCA

GGCCCAAATCTAATGTGGTTCTGCTGTCAGCTGGAGAAAAAAAAGAGCAGACAATTAAAATGAAAGAAGAAA

TCATTGAGCTAAGTGGAGTATCTTCCCAACCAAAGAATGAAGAGGAAATTGAAATTATTCCAGTGCAGGAGGA

AGAAGAAGAAGAAGCAGAAATAAACTTCCCAGCACCTCCCCAAGAGCAGGAATCCTTGCCAGTGGAAAATGA

GATCTCTCCTTAA

 Synthèse séquencage 897NT

ATGACAACACCCAGAAATTCAGTGAGTGGACCTTTCCCAACAGAGCCTACAAAAGGACCC 60
CTCGCCATGCAACCTGCTCAAAAAGTAATCCCCAGAAGACCATCTTCACTGGTGGGCCCC 120
ACACAAAGCTTCTTCATGAGGGAATCAAAGGCTTTGGGGGCTGTCCAGATCATGAATGGC 180
CTCTTCCACATTTCCCTGGGGGGACTGCTGATGATCCCCACAGGAGTTTTTGCACCCATC 240
TGTTTGAGTGTATGGTACCCTCTGTGGGGAGGCATTATGTACATCATTTCAGGATCACTC 300
CTGGCAGCTGCAGCAGAGAAAACCTCCAGGAAGAGTTTGGTCAAAGCGAAAGTGATAATG 360
AGCTCTCTAAGCCTCTTTGCTGCCATTTCTGGAATAATTCTTTCAATCATGGACATACTT 420
AACATTACAGTTTCTCATTTTTTAAAAATGGAGAGACTGGAACTGATTAAAACTCCCAAG 480
CTATATGTTGATATCTACAACTGTGAGCCATCCAATTCCTCAGAGAAAAACTCCCCATCT 540
ACACAGTACTGTAACAGCGTGCAGTCTGTGTTCTTGGGCATTCTGTCGGTGATGCTGATC 600
TCTGCCTTCTTCCAgAAGCTCGTGACAGCCGGTGTTGTAGAGAATGAGTGGAAAAGAGTG 660
TGCTCCAGGCCCAAATCTAATGTGGTTCTGCTGTCAGCTGGAGAAAAAAAAGAGCAGACA 720
ATTAAAATGAAAGAAGAAATCATTGAGCTAAGTGGAGTATCTTCCCAACCAAAGAATGAA 780
GAGGAAATTGAAATTATTCCAGTGCAGGAGGAAGAAGAAGAAGAAGCAGAAATAAACTTC 837
CCAGCACCTCCCCAAGAGCAGGAATCCTTGCCAGTGGAAAATGAGATCTCTCCTTAA          897

                                                                  

                          
MTTPRNSVSGPFPTEPTKGPLAMQPAQKVIPRRPSSLVGPTQSFFMRESKALGAVQIMNGLFHISLGGLLMIPTGV
FAPICLSVWYPLWGGIMYIISGSLLAAAAEKTSRKSLVKAKVIMSSLSLFAAISGIILSIMDILNITVSHFLKMERLELIKTP



KLYVDIYNCEPSNSSEKNSPSTQYCNSVQSVFLGILSVMLISAFFQKLVTAGVVENEWKRVCSRPKSNVVLLSAGEKK
EQTIKMKEEIIELSGVSSQPKNEEEIEIIPVQEEEEEEAEINFPAPPQEQESLPVENEISP-
                                        

 Blast contre banque rat :

Différence au niveau NT :

Il y a 3 NT en plus : 341, 344 et 345

100% avec la forme X1 XM_006231089.3



Différence au niveau PROT :

Prot X1      XP_006231151  100% d’homologie

FlagBirA CD20 rate clone A OK : correspond à l’isoforme X1 

(3NT en plus par rapport au CDS ref)



 Sequencage     : clone FlagBirA CD20 rate C 25/11  

 B3Fwd Séquencage 869NT  

ATGACAACACCCAGAAATTCAGTGAGTGGACCTTTCCCAACAGAGCCTACAAAAGGACCCCTCGCCA

TGCAACCTGCTCAAAAAGTAATCCCCAGAAGACCATCTTCACTGGTGGGCCCCACACAAAGCTTCTTC

ATGAGGGAATCAAAGGCTTTGGGGGCTGTCCAGATCATGAATGGCCTCTTCCACATTTCCCTGGGGG

GACTGCTGATGATCCCCACAGGAGTTTTTGCACCCATCTGTTTGAGTGTATGGTACCCTCTGTGGGGA

GGCATTATGTACATCATTTCAGGATCACTCCTGGCAGCTGCAGCAGAGAAAACCTCCAGGAAGAGTT

TGGTCAAAGCGAAAGTGATAATGAGCTCTCTAAGCCTCTTTGCTGCCATTTCTGGAATAATTCTTTCA

ATCATGGACATACTTAACATTACAGTTTCTCATTTTTTAAAAATGGAGAGACTGGAACTGATTAAAAC

TCCCAAGCTATATGTTGATATCTACAACTGTGAGCCATCCAATTCCTCAGAGAAAAACTCCCCATCTAC

ACAGTACTGTAACAGCGTGCAGTCTGTGTTCTTGGGCATTCTGTCGGTGATGCTGATCTCTGCCTTCT

TCCAGAAGCTCGTGACAGCCGGTGTTGTAGAGAANGAGTGGAAAAGAGTGTGCTCCAGGCCCAAAT

CTAATGTGGTTCTGCTGTCAGCTGGAGAAAAAAAAGAGCANACAATTAAAATGAAANANGAAATCA

TTGAGCTAAGTGGAGTATCTTCCCNACCAAAGAATGAAGAGGAAATTGAAATTATTCCAGTGCAGGA

GGAAGAAGAANAANAAGCANANTAAACTTCCCANCNNCTNCCNNAGANCAGGANTCCTTG

 BGHRev Séquencage 897NT  

NTGACAACACCCAGAAATTCAGTGAGNGGNCNTTTCCCAACAGANCNTACAAAAGGACCCCTCGCCATGCAN

CCTGCTCAAAAAGTAATCCCCAGAAGACCATCTTCACTGGTGGNCCCCACACAAAGNTTCTTCATGAGGGAAT

CAAAGGCTTTGGGGGCTGTCCAGATCATGAATGgCCTCTTCCACATTTCCctGGGGGGACTGCTGATGATCCCC

ACAGGAGTTTTTGCACCCATCTGTTTGAGTGTATGGTACCCTCTGTGGGGAGGCATTATGTACATCATTTCAGG

ATCACTCCTGGCAGCTGCAGCAGAGAAAACCTCCAGGAAGAGTTTGGTCAAAGCGAAAGTGATAATGAGCTCT

CTAAGCCTCTTTGCTGCCATTTCTGGAATAATTCTTTCAATCATGGACATACTTAACATTACAGTTTCTCATTTTTT

AAAAATGGAGAGACTGGAACTGATTAAAACTCCCAAGCTATATGTTGATATCTACAACTGTGAGCCATCCAATT

CCTCAGAGAAAAACTCCCCATCTACACAGTACTGTAACAGCGTGCAGTCTGTGTTCTTGGGCATTCTGTCGGTG

ATGCTGATCTCTGCCTTCTTCCAGAAGCTCGTGACAGCCGGTGTTGTAGAGAATGAGTGGAAAAGAGTGTGCT

CCAGGCCCAAATCTAATGTGGTTCTGCTGTCAGCTGGAGAAAAAAAAGAGCAGACAATTAAAATGAAAGAAG

AAATCATTGAGCTAAGTGGAGTATCTTCCCAACCAAAGAATGAAGAGGAAATTGAAATTATTCCAGTGCAGGA

GGAAGAAGAAGAAGAAGCAGAAATAAACTTCCCAGCACCTCCCCAAGAGCAGGAATCCTTGCCAGTGGAAAA

TGAGATCTCTCCTTAA

 Synthèse séquencage 897NT

ATGACAACACCCAGAAATTCAGTGAGTGGACCTTTCCCAACAGAGCCTACAAAAGGACCC 60
CTCGCCATGCAACCTGCTCAAAAAGTAATCCCCAGAAGACCATCTTCACTGGTGGGCCCC 120
ACACAAAGCTTCTTCATGAGGGAATCAAAGGCTTTGGGGGCTGTCCAGATCATGAATGGC 180
CTCTTCCACATTTCCCTGGGGGGACTGCTGATGATCCCCACAGGAGTTTTTGCACCCATC 240
TGTTTGAGTGTATGGTACCCTCTGTGGGGAGGCATTATGTACATCATTTCAGGATCACTC 300
CTGGCAGCTGCAGCAGAGAAAACCTCCAGGAAGAGTTTGGTCAAAGCGAAAGTGATAATG 360
AGCTCTCTAAGCCTCTTTGCTGCCATTTCTGGAATAATTCTTTCAATCATGGACATACTT 420
AACATTACAGTTTCTCATTTTTTAAAAATGGAGAGACTGGAACTGATTAAAACTCCCAAG 480
CTATATGTTGATATCTACAACTGTGAGCCATCCAATTCCTCAGAGAAAAACTCCCCATCT 540
ACACAGTACTGTAACAGCGTGCAGTCTGTGTTCTTGGGCATTCTGTCGGTGATGCTGATC 600
TCTGCCTTCTTCCAGAAGCTCGTGACAGCCGGTGTTGTAGAGAATGAGTGGAAAAGAGTG 660
TGCTCCAGGCCCAAATCTAATGTGGTTCTGCTGTCAGCTGGAGAAAAAAAAGAGCAGACA 720



ATTAAAATGAAAGAAGAAATCATTGAGCTAAGTGGAGTATCTTCCCAACCAAAGAATGAA 780
GAGGAAATTGAAATTATTCCAGTGCAGGAGGAAGAAGAAGAAGAAGCAGAAATAAACTTC 840
CCAGCACCTCCCCAAGAGCAGGAATCCTTGCCAGTGGAAAATGAGATCTCTCCTTAA 897

                                       

 Blast contre banque rat :

Différence au niveau NT :

FlagBirA CD20 rate clone C idem que clone A



 Sequencage     : clone FlagBirA CD20 rate D 25/11  

 B3Fwd Séquencage 845NT  

ATGACAACACCCAGAAATTCAGTGAGTGGACCTTTCCCAACAGAGCCTACAAAAGGACCCCTCGCCATGCAAC

CTGCTCAAAAAGTAATCCCCAGAAGACCATCTTCACTGGTGGGCCCCACACAAAGCTTCTTCATGAGGGAATCA

AAGGCTTTGGGGGCTGTCCAGATCATGAATGGCCTCTTCCACATTTCCCTGGGGGGACTGCTGATGATCCCCAC

AGGAGTTTTTGCACCCATCTGTTTGAGTGTATGGTACCCTCTGTGGGGAGGCATTATGTACATCATTTCAGGAT

CACTCCTGGCAGCTGCAGCAGAGAAAACCTCCAGGAAGAGTTTGGTCAAAGCGAAAGTGATAATGAGCTCTCT

AAGCCTCTTTGCTGCCATTTCTGGAATAATTCTTTCAATCATGGACATACTTAACATTACAGTTTCTCATTTTTTA

AAAATGGAGAGACTGGAACTGATTAAAACTCCCAAGCTATATGTTGATATCTACAACTGTGAGCCATCCAATTC

CTCAGAGAAAAACTCCCCATCTACACAGTACTGTAACAGCGTGCAGTCTGTGTTCTTGGGCATTCTGTCGGTGA

TGCTGATCTCTGCCTTCTTCCAGAAGCTCGTGACAGCCGGTGTTGTAGAGAATGAGTGGAAAAGAGTGTGCTC

CAGGCCCNAATCTAATGTGGTTCTGCTGTCAGCTGGAGAAAAAAAAGAGCAGACAATTAAAATGAAAGAAGA

AATCATTGAGCTAAGTGGAGTATCTTCCCNACCNAAGAATGAAGAGGAAATTGAAATTATTCCNGTGCNGNN

GGAAGAAGAAGAAGAANCNNAATAAACTTCCCAGCA

 BGHRev Séquencage 897NT  

ANGACANCNCCCAGAAATTCAGTGAGTGGNCCTTTCCCAACAGANCNTACAAAAGGACCCCTCNCCATGCAN

CNTGCTCAAAAAGTAATCCCCAGAAGACCATCTTCACTGGTGGNCCCCACACAAAGCTTNTTCATGAGGGAAT

CAAAGGCTTTGGGGGCTGTCCAGATCATGAATGGCCTCTTCCACATTTCCcTGGGGGGACTGCTGATGATCCCC

ACAGGAGTTTTTGCACCCATCTGTTTGAGTGTATGGTACCCTCTGTGGGGAGGCATTATGTACATCATTTCAGG

ATCACTCCTGGCAGCTGCAGCAGAGAAAACCTCCAGGAAGAGTTTGGTCAAAGCGAAAGTGATAATGAGCTCT

CTAAGCCTCTTTGCTGCCATTTCTGGAATAATTCTTTCAATCATGGACATACTTAACATTACAGTTTCTCATTTTTT

AAAAATGGAGAGACTGGAACTGATTAAAACTCCCAAGCTATATGTTGATATCTACAACTGTGAGCCATCCAATT

CCTCAGAGAAAAACTCCCCATCTACACAGTACTGTAACAGCGTGCAGTCTGTGTTCTTGGGCATTCTGTCGGTG

ATGCTGATCTCTGCCTTCTTCCAGAAGCTCGTGACAGCCGGTGTTGTAGAGAATGAGTGGAAAAGAGTGTGCT

CCAGGCCCAAATCTAATGTGGTTCTGCTGTCAGCTGGAGAAAAAAAAGAGCAGACAATTAAAATGAAAGAAG

AAATCATTGAGCTAAGTGGAGTATCTTCCCAACCAAAGAATGAAGAGGAAATTGAAATTATTCCAGTGCAGGA

GGAAGAAGAAGAAGAAGCAGAAATAAACTTCCCAGCACCTCCCCAAGAGCAGGAATCCTTGCCAGTGGAAAA

TGAGaTCTCTCCTTAA

 Synthèse séquencage 897NT

ATGACAACACCCAGAAATTCAGTGAGTGGACCTTTCCCAACAGAGCCTACAAAAGGACCC 60
CTCGCCATGCAACCTGCTCAAAAAGTAATCCCCAGAAGACCATCTTCACTGGTGGGCCCC 120
ACACAAAGCTTCTTCATGAGGGAATCAAAGGCTTTGGGGGCTGTCCAGATCATGAATGGC 180
CTCTTCCACATTTCCCTGGGGGGACTGCTGATGATCCCCACAGGAGTTTTTGCACCCATC 240
TGTTTGAGTGTATGGTACCCTCTGTGGGGAGGCATTATGTACATCATTTCAGGATCACTC 300
CTGGCAGCTGCAGCAGAGAAAACCTCCAGGAAGAGTTTGGTCAAAGCGAAAGTGATAATG 360
AGCTCTCTAAGCCTCTTTGCTGCCATTTCTGGAATAATTCTTTCAATCATGGACATACTT 420
AACATTACAGTTTCTCATTTTTTAAAAATGGAGAGACTGGAACTGATTAAAACTCCCAAG 480
CTATATGTTGATATCTACAACTGTGAGCCATCCAATTCCTCAGAGAAAAACTCCCCATCT 540
ACACAGTACTGTAACAGCGTGCAGTCTGTGTTCTTGGGCATTCTGTCGGTGATGCTGATC 600
TCTGCCTTCTTCCAGAAGCTCGTGACAGCCGGTGTTGTAGAGAATGAGTGGAAAAGAGTG 660
TGCTCCAGGCCCAAATCTAATGTGGTTCTGCTGTCAGCTGGAGAAAAAAAAGAGCAGACA 720
ATTAAAATGAAAGAAGAAATCATTGAGCTAAGTGGAGTATCTTCCCAACCAAAGAATGAA 780
GAGGAAATTGAAATTATTCCAGTGCAGGAGGAAGAAGAAGAAGAAGCAGAAATAAACTTC 840
CCAGCACCTCCCCAAGAGCAGGAATCCTTGCCAGTGGAAAATGAGaTCTCTCCTTAA 897

                                                              



FlagBirA CD20 rate clone D idem que clone A et C
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