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Table S1. Primers used for RT-qPCR
	name
	Sequence

	
	Forward primer (5’-3’)
	Reverse primer (3’-5’)

	PGK1
	GAGATGATTATTGGTGGTGGAA
	AGTCAACAGGCAAGGTAATC

	ANXA2
	TGTCTTCAATAGGCCCAAA
	TGTCTTCAATAGGCCCAAA

	CSNK1D
	AGGGAGGAGTGGGCATC
	TCATTTGGTCAGCAAGCAG

	PKM
	ACAGCCAAAGGGGACTATC
	GGCGGAGTTCCTCAAATA

	HSPA8
	AGGGAAACCGAACCACTC
	CATCAAATCTGCGTCCAATC





Table S2. Primary structure of LEP
	primary structure
	A5VKB5

	Number of coded amino acids 
	752(28)

	molecular size（MV）/Da
	78008.08

	isoelectric point（PI）
	4.70

	Total negative charge residues（Asp +Glu）
	89

	Total positive charge residues（Arg+Lys）
	51

	molecular formula
	C3404H5370N940O1131S14

	instability index（Ⅱ）
	26.91

	Average hydrophobicity（GRAVY）
	-0.406

	aliphatic index（AI）
	81.93





Table S3. Secondary structure of LEP
	Secondary structure

	Alpha helix
	Extended strand
	Beta turn
	Random coil

	23.34%
	20.86%
	6.35%
	49.45%





Table S4. Conservative motif of LEP in this study
	Motifs Name
	Width
	Sites
	E-value

	PIINRKI
	7
	2
	2.3e+001

	RGDLHNNPDRENAWG
	15
	2
	2.6e+001

	NQZFDEGQAEYLRI
	14
	2
	5.6e+001

	IDRKKG
	6
	2
	2.8e+002

	IHALDGKVFEIG
	12
	2
	4.3e+002

	WVDPVKYZKDIP
	12
	2
	3.4e+002

	QQPFGN
	6
	2
	5.1e+002

	ESFKNAN
	7
	2
	5.9e+002

	FIGYIDDMTNDGKP
	14
	2
	7.5e+002

	PNQPLDMNKVY
	11
	2
	8.0e+002



