[image: image1.png]Program: ERRAT2
File: IFLD min.pdb.

Chain

Overall qualty factor™: 86 835

Ta0 ' 160 180
“Residue # (window center)

R R S R

SRR S T

R R SR I S

20




A 
[image: image2.png]150-

sy

Ramachandran Plot
saves

s

50

155

Phi (degree)





B
[image: image3.png]Ramachandran Plot
saves

Phi (degree)




C 
[image: image4.png]Program: ERRAT2
File: IFPF min.pdb.

Chain

Overall qualty factor™ 94 652

E

& & 0 12 140 160 180 -
Residue # (window center)

R R S R
e e e B S e

200




D
[image: image5.png]Ramachandran Plot
saves

135

Phi (degree)




E
[image: image6.png]Program: ERRAT2
File: IFTB min.pdb.

Chain

Overall qualty factor™: 89,085

E 00120

Residue # (window center)

R R S R
e e e B S e

140

150

150

20

20





F

