Supporting information

Additional file 1: Supplemental Fig. 1.
Functional annotation of the proteomic comparison between 3- and 6-month-old 5xFAD mice. Enrichment analysis of gene-ontology-based functional annotation among the hippocampus, cortex, and plasma extracellular vesicles. BP: biological process; CC: cellular component; MF: molecular function.
Additional file 2: Supplemental Fig. 2.
Western blots for the extracellular vesicle (EV) markers using blood EVs of stage-divided patients with Alzheimer’s disease (AD). Western blot of the EV markers in three different human plasma EVs: normal, early-stage, and late-stage AD patients. Plasma EVs were electrophoresed and blotted using each antibody. A scatter plot of marker proteins, including Alix, CD9, and CD63, is provided. Western blot results were densitometrically analysed using ImageJ and normalised by the density of bands stained by Ponceau S. ns: not significant. ***p < 0.0002, **p < 0.002 in one-way analysis of variance.
Additional file 3: Supplemental Fig. 3.
Western blots for the selected biomarker candidates using blood extracellular vesicles (EVs) of stage-divided patients with Alzheimer’s disease (AD). Western blot of the selected biomarker candidates in three different human plasma EVs: normal, early-stage, and late-stage AD patients. Plasma EVs were electrophoresed and blotted using each antibody. A scatter plot of biomarker candidate proteins, including Ckm, Man2b1, Tgm2, Hp, Flnc, Orm2, Fln, Cryaa, and Vdac1, is shown. Western blot results were densitometrically analysed using ImageJ and normalised by the density of the band stained by Ponceau S. ns: not significant. ***p < 0.0002, **p < 0.002 in one-way analysis of variance.
Additional file 4: Supplemental Table 1.
Patient information
Additional file 5: Supplemental Table 2.
List of proteins identified by proteomic analysis

