Supplemental Table 2. Functional and pathway enrichment analysis of hub genes of Radiation Pneumonitis
	Category 
	Term
	Count
	%
	P Value

	GOterm_BP_Direct
	GO: 0050853~B cell receptor signaling pathway
	6
	1.27
	1.90E-04

	GOterm_BP_Direct
	GO: 0007169~transmembrane receptor protein tyrosine kinase signaling pathway
	7
	1.48
	9.83E-04

	GOterm_BP_Direct
	GO: 0007229~integrin-mediated signaling pathway
	7
	1.48
	1.16E-03

	GOterm_BP_Direct
	GO: 0032467~positive regulation of cytokinesis
	5
	1.06
	1.79E-03

	GOterm_BP_Direct
	GO: 0007626~locomotory behavior
	7
	1.48
	2.27E-03

	KEGG_Pathway 
	ptr04062: Chemokine signaling pathway
	12
	2.53
	2.18E-03

	KEGG_Pathway 
	ptr04060: Cytokine-cytokine receptor interaction
	13
	2.75
	4.61E-03

	KEGG_Pathway 
	ptr04115: p53 signaling pathway
	7
	1.48
	5.37E-03

	KEGG_Pathway 
	Primary immunodeficiency
	5
	1.06
	8.66E-03

	KEGG_Pathway 
	ptr04640: Hematopoietic cell lineage
	7
	1.48
	9.54E-03



