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[bookmark: OLE_LINK53]Supplementary Figure 1 The flowchart of this research.
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Supplementary Figure 2 Identifying pyroptosis-related to CRC overall survival (OS). 
(A) Hazard ratio (HR) of 23 cancer pathways for prognosis in the forest plot. (B) Kaplan-Meier curve for samples with low pyroptosis score and high pyroptosis score. (C) Differences in pyroptosis scores between dead and alive patients. 
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Supplementary Figure 3 Selection of PGS in the TCGA. 
（A） The abline for clustering of modules memberships. Relevance between cyan module (B), grey60 module (C), midnightblue module (D), purple module (E) and pyroptosis.
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Supplementary Figure 4 Hierarchical clustering heat map of top100 hub genes.
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Supplementary Figure 5 Kaplan-Meier survival curves of CRC samples with high (blue lines) and low (red lines) expression of hub genes. 
Kaplan-Meier OS curves for CCL3 (A), CCL5 (B), CXCL1 (C), CXCL5 (D), CXCL9 (E), CXCL10 (F), CXCL11 (G), FCGR3A (H), FOS (I), GZMB (J), IFIT1 (K), MMP1 (L), MMP3 (M), MMP9 (N), SPP1 (O), and TLR3 (P) in the TCGA.
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Supplementary Figure 6 Validation of RSAD2 as a key gene and an independent prognostic factor of CRC.
(A) Univariate and multivariate Cox regression analyses of RSAD2 level combined with age, gender, tumor stage and tumor location. (B) Prediction of CRC patients by the nomogram established based on multivariate Cox regression analysis. (C) Time-dependent ROC curves at 1, 3 and 5 years. (D-F) Comparison between actual and nomogram-predicted 1, 3 and 5-year OS in the calibration plot.
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[bookmark: _GoBack]Supplementary Figure 7 Evaluation of immune cells infiltration using Cibersort (A) and MCPcount (B) in RSAD2-low and RSAD2-high groups.

[image: ]
Supplementary Figure 8 GSEA of pyroptosis pathway in RSAD2-low and RSAD2-high groups.
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