Supplementary Table 3. Results from BLASTn search of contiguous sequence identified in 14 Escherichia albertii isolates within a monophyletic clade. The table lists plasmids that share 100% coverage and sequence identity with the 14,961 bp sequence from isolate SRR8838300 harbouring mph(A), sul1, blaDHA-1 and qnrB4.
	Description
	Accession length
	Accession

	Escherichia coli strain 142 plasmid p142_A-OXA181
	155486
	CP048338.1

	Escherichia coli strain U-5227 plasmid pUB_DHA-1
	81754
	MK048477.1

	Escherichia coli strain S50 plasmid A
	184614
	CP010239.1

	Shigella sonnei strain 6207 plasmid pM2901
	79814
	CP061363.1

	Escherichia coli plasmid pBEC1-S17-ESBL-09_2 DNA
	83140
	AP022300.1

	Shigella flexneri strain M2901 plasmid pM2901
	81694
	CP058590.1



