Supplementary Table S1：Pb content and translocation factor of Sonchus asper grown in monoculture or in intercropping with maize 

	Treatment
	Pb content in shoot (mg kg-1)
	Pb content in root 
(mg kg-1)
	Translocation factor

	
	
	
	
	

	Intercropping
	1482.42b
	825.62a
	1.8
	

	Monoculture
	997.92a
	1195.01b
	0.84
	









Supplementary Table S2: primers used in this study.


	Primer
	Sequence 5' > 3'

	actin F
	ACCATCTCCAGAATCCAGCAC

	actin R
	AGCACCTCTAAATCCCAAAGC

	10451 F
	CCAAACAACGGGAAAGGG

	10451 R
	CGACGCCACAGAGCACATA

	10575 F
	GGTTGATGAAAAAACTCCCTCC

	10575 R
	CTAAGGCGTGTCGTGAATGG

	1691 F
	TGCGAACCATTTCCCAGAT

	1691 R
	ATGCTCCATACCCTTTCCACTA

	26816 F
	CATGCTTCTCCTTTTCTTGCC

	26816 R
	TTGCGATTCCGTATGCTGAT

	28515 F
	AGAATGAATGAAATCGTGCCTC

	28515 R
	CGTCGGCTACCTCCTCAAA

	28517 F
	GGATGCGTTACTGGTGAGGAC

	28517 R
	CCTTATCCATCGCCACACG

	28978 F
	TGGGCTTTGTCACTTCTGCTA

	28978 R
	TCCGACTCATCCACAATACGA

	30401 F
	CACCAAGGTCGAAAATCAAAAC

	30401 R
	GCATCATCAACGAGCCCAC

	32769 F
	GACGGTCGTGTTGGAAAGC

	32769 R
	AAACGAGTGGTTCCGCATCT

	3926 F
	TCAGGGAGTGAAGACCGAGC

	3926 R
	GGGCATCATCTTCGTCGTC

	40379 F
	GCAAGTAAGCAGTATGGCAAG

	40379 R
	GTTTTGGACCGCTTATGCT

	44498 F
	GCTCCGTTGTTCCAATCCA

	44498 R
	GCTGGAGAAACCACCAAACAC

	62868 F
	GTTAAATAACAGCCTGCTCCTCA

	62868 R
	GCAGTTAGTAATTGTCAAGGCGA

	6820 F
	GCAATACCAATCCAAACCCAT

	6820 R
	CCTGGCTACAAAACGGACAAT





Supplementary Table S3: Completeness evaluation of S. Asper transcriptome using BUSCO.

	reference 
	Complete BUSCOs
	Fragmented 
	Missing 
	Total 

	
	Single-copy
	Duplicated
	BUSCOs
	BUSCOs
	detected (%)

	Eukaryotes
	215 (70.95%)
	65 (21.45%)
	17 (5.62%)
	6 (1.98%)
	98.02

	Viridiplantae
	307 (71.39%)
	36 (8.37%)
	54 (12.56%)
	33 (7.62%)
	93.32






Supplementary Table S4: Taxonomic assignment of assembled unigenes across the tree of life from a best hit blastn anlysis against nr at GenBank and additional filtering steps (see Methods).


	Total
	Unigenes
	Percent (%)

	 Archaea
	3
	0.018

	Bacteria
	46
	0.273

	Eukaryota
	16807
	99.579

	Viruses
	22
	0.130



	Eukaryota
	Unigenes
	Percent (%)

	Animals
	200
	1.190

	Fungi
	91
	0.541

	Plants
	16475
	98.025

	Others
	41
	0.244





Supplementary Table S5: Relative distribution of the various lineages among specifically expressed genes and DEGs (see Results).

	Origin
	Specific
	Regulated
	Total
	Percent assembly (%)

	Animals
	1
	8
	9
	4.50

	Bacteria
	5
	0
	5
	10.87

	Fungi
	37
	15
	52
	57.14

	Others
	1
	0
	1
	2.44

	Plants
	10
	50
	60
	0.36

	Unknown
	16
	13
	29
	0.14

	Viruses
	6
	6
	12
	54.55




