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We have analyzed stable carbon, nitrogen, and sulfur isotope abundances from the preserved bone collagen of archaeologically
retrieved raven bones, and then dated a sub-sample of the same bones. With the data obtained, we were able to reconstruct the diet
and geographic origin/relative mobility of these ravens, demonstrating human influence on their feeding behavior.

17 archaeological bird bones (15 common raven, 1 griffon vulure, and 1 snowy owl) were initially sampled for isotope analysis.

7 of these bones were further subjected to AMS radiocarbon dating.

For collagen extraction and isotopic analysis, 0.7-1.1g of bone were sampled. Extraction of collagen and analysis of stable C, N and S
isotopes were performed according to established protocols of the AG Biogeology in Tübingen. All samples were considered
individually and the diet was calculated separately for each specimen. Sampling was guided by prior published taxonomic
determinations of bird species and zooarchaeological studies, following a hypothesis-testing approach.

Sampling of the bones, as well as photographic and contextual documentation, was performed by Chris Baumann, Shumon T. Hussain
and Martina Roblí"ková near Brno. The subsequent laboratory procedures and all statistical analyses as well as diet-composition and
geographic origin/mobility analyses were performed by Chris Baumann.

Bone sampling took place In October 2021 in Brno, and laboratory work and statistical analysis from November 2021 to May 2022 in
Tübingen. The sampled bones are about 30 000 years old and belong to the Gravettian complex ("Pavlovian" and were excavated in
the 1970s. To independently confirm this archaeological age determination, 7 of the sampled raven bones were additionally
radiocarbon dated.

We excluded samples that showed poor preservation. This includes bones that yielded less than 0.4% nitrogen or carbon contents of
less than 20% in the collagen. These criteria reduced the previous number of 17 bones sampled to 12 successful samples, meaning
that 5 bird bones had to be discarded from the analysis, including the griffon vulture and snowy owl specimens.

All measurements can in principle be repeated/replicated, as the original bones are still available/stored in the Moravian Museum in
Brno. Furthermore, the extracted collagen, if not fully depleted in the course of analysis, is also available for further research (stored
in Tübingen). Since all raw data are published in the paper or the Supplementary Information, the statistical estimates of raven diet
and geographic origin can in principle also be reproduced.

Grouping of specimens was based on either stable C and N isotopes (prey resources), stable S isotopes (local vs. non-local ravens), or
based on calculated/inferred diets and dietary groups.

Not applicable to our study design/context as bird bone specimens had to be collected based on bone preservation and security/
reliability of taxonomic determinations, leaving little leeway for randomization, blinding or hyper-selectivity.




