SUPPLEMENTARY INFORMATION
SFig. 1 Physiological differences between the two groups. a Blood glucose levels in rats were measured weekly. The day on which STZ-induced diabetes was established in rats was referred to as day 0 of the experiment. ADSCs were injected at the end of the second week. b OGTT results before sacrifice of the rats
[image: ]
SFig. 2 Downstream effector analysis of upregulated gene transcripts in livers of rats in the two groups. (a) Tree map (hierarchical heatmap) showing the affected diseases and biological function categories based on the DEGs. (b) Tree map (hierarchical heatmap) showing the affected hepatotoxicity-related functional categories based on the DEGs. Each individual coloured rectangle represents a particular biological function or disease, and the colour range indicates its predicted activation state: increased (orange) or decreased (blue). Darker colours indicate higher absolute Z scores. In this default view, increasing rectangle size is correlated with increasing overlap significance
[image: ]
SFig. 3 Mechanistic network analysis predicts multiple affected signalling networks. Schematic of the STAT4 (a), PTGER2 (b), LEF1 (c), INHBA (d), AHR (e), CCND1V (f), and CREB1 (g) mechanistic networks with predicted activation states based on transcriptome data and the subsequent predicted effects on downstream effector molecules. The figure legend indicates the relationships between the molecules in the network
[image: ]
SFig. 4 The phosphorylation of ERK2, P38 and JNK pathways in stem cell-treated diabetic rats compared to untreated diabetic rats2. ***p<0.001
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