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	Segment
	Name
	Sequence (5'-3')
	Position

	S-1
	S-1_P1
	ACATTCGCATCAACTATCACCAA
	142-164

	
	S-1_P2
	TTCAAACTAGCTTCCCAGTCCAA
	481-503

	S-2
	S-2_P1
	TTGGGGCGTTGTATAAAGGAA
	7589-7609

	
	S-2_P2
	CCAACCATCTGGCAACGACT
	7913-7932

	S-3
	S-3_P1
	GCTCCTTACATAGCGGAAACG  
	8623-8643

	
	S-3_P2
	AACATCCTTGCCTTTCTTGAGTG   
	8867-8889

	S-4
	S-4_P1
	TACGAACTGACGGAGGACAAAAT
	9121-9143

	
	S-4_P2
	GCATGTATGGTCGGTCTTGGTT
	9343-9364




