Supplementary Tables
Table S1. RGA-eSSRs identified in the coding sequences of Pomegranate RGAs. 
	[bookmark: _Hlk99086743]Id
	RGA
	No. of SSRs/RGA
	Motif
	Type
	No. of Repeats
	Length

	1 
	OWM62648.1_RLK 
	1 
	AAG 
	3 
	5 
	15 

	2 
	OWM62794.1_RLK 
	2 
	TTC 
	3 
	11 
	33 

	4 
	OWM63404.1_RLK 
	1 
	TCTCCC 
	6 
	6 
	36 

	5 
	OWM63505.1_NL 
	1 
	TTC 
	3 
	7 
	21 

	6 
	OWM63537.1_NL 
	1 
	TTC 
	3 
	5 
	15 

	7 
	OWM63551.1_NL 
	1 
	TTC 
	3 
	12 
	36 

	8 
	OWM63561.1_CNL 
	3 
	TTC 
	3 
	6 
	18 

	11 
	OWM64419.1_RLK 
	2 
	CCT 
	3 
	8 
	24 

	13 
	OWM64972.1_RLK 
	1 
	AAG 
	3 
	5 
	15 

	14 
	OWM65587.1_NL 
	1 
	TTC 
	3 
	7 
	21 

	15 
	OWM65757.1_RLK 
	2 
	CTTCTC 
	6 
	6 
	36 

	17 
	OWM65818.1_TM-CC 
	4 
	TCC 
	3 
	5 
	15 

	21 
	OWM65941.1_RLP 
	1 
	CAC 
	3 
	7 
	21 

	22 
	OWM65942.1_RLP 
	1 
	TAT 
	3 
	5 
	15 

	23 
	OWM65943.1_RLP 
	1 
	TAT 
	3 
	5 
	15 

	24 
	OWM66109.1_TX 
	1 
	GA 
	2 
	8 
	16 

	25 
	OWM66140.1_RLK 
	1 
	CCG 
	3 
	5 
	15 

	26 
	OWM66684.1_RLK 
	1 
	CTC 
	3 
	5 
	15 

	27 
	OWM66947.1_RLP 
	2 
	CTG 
	3 
	5 
	15 

	29 
	OWM67395.1_RLP 
	2 
	CTTCCT 
	6 
	4 
	24 

	31 
	OWM67786.1_RLK 
	1 
	TCC 
	3 
	8 
	24 

	32 
	OWM68200.1_TM-CC 
	1 
	TGA 
	3 
	6 
	18 

	33 
	OWM68361.1_RLK 
	1 
	GAA 
	3 
	5 
	15 

	34 
	OWM68468.1_TN 
	1 
	CAG 
	3 
	9 
	27 

	35 
	OWM69294.1_RLK 
	1 
	CCA 
	3 
	6 
	18 

	36 
	OWM69527.1_CNL 
	2 
	CAT 
	3 
	6 
	18 

	38 
	OWM69786.1_RLP 
	1 
	GAG 
	3 
	5 
	15 

	39 
	OWM69790.1_TM-CC 
	1 
	GAG 
	3 
	5 
	15 

	40 
	OWM69931.1_RLK 
	2 
	GCGTCC 
	6 
	4 
	24 

	42 
	OWM70210.1_TM-CC 
	1 
	GAGAAG 
	6 
	5 
	30 

	43 
	OWM70841.1_RLK 
	1 
	CTC 
	3 
	9 
	27 

	44 
	OWM70863.1_RLK 
	2 
	CCT 
	3 
	6 
	18 

	46 
	OWM71271.1_TM-CC 
	1 
	TC 
	2 
	9 
	18 

	47 
	OWM71838.1_TM-CC 
	1 
	CCT 
	3 
	6 
	18 

	48 
	OWM72081.1_TM-CC 
	1 
	TCC 
	3 
	6 
	18 

	49 
	OWM72160.1_RLK 
	1 
	TAT 
	3 
	5 
	15 

	50 
	OWM72963.1_RLK 
	1 
	TCT 
	3 
	6 
	18 

	51 
	OWM73099.1_TM-CC 
	1 
	AAG 
	3 
	5 
	15 

	52 
	OWM73443.1_RLK 
	1 
	CTT 
	3 
	10 
	30 

	53 
	OWM74182.1_TNL 
	1 
	AGA 
	3 
	5 
	15 

	54 
	OWM74849.1_RLP 
	1 
	GAA 
	3 
	10 
	30 

	55 
	OWM75617.1_RLP 
	1 
	GAA 
	3 
	5 
	15 

	56 
	OWM75662.1_RLK 
	1 
	CTC 
	3 
	5 
	15 

	57 
	OWM75702.1_RLK 
	1 
	CTT 
	3 
	5 
	15 

	58 
	OWM76013.1_TM-CC 
	1 
	CCT 
	3 
	9 
	27 

	59 
	OWM76365.1_RLK 
	1 
	AGA 
	3 
	8 
	24 

	60 
	OWM76548.1_CNL 
	1 
	AGGG 
	4 
	4 
	16 

	61 
	OWM78042.1_RLK 
	1 
	TCG 
	3 
	5 
	15 

	62 
	OWM78721.1_RLK 
	2 
	CACCAG 
	6 
	4 
	24 

	64 
	OWM79109.1_TM-CC 
	1 
	AAG 
	3 
	7 
	21 

	65 
	OWM79111.1_TM-CC 
	1 
	AAG 
	3 
	8 
	24 

	66 
	OWM79353.1_RLK 
	1 
	TCT 
	3 
	5 
	15 

	67 
	 OWM79433.1_RLK 
	1 
	GAG 
	3 
	7 
	21 

	68 
	 OWM79442.1_RLK 
	1 
	CTT 
	3 
	8 
	24 

	69 
	 OWM80008.1_CNL 
	1 
	CTC 
	3 
	5 
	15 

	70 
	 OWM80086.1_CNL 
	2 
	TTC 
	3 
	7 
	21 

	72 
	 OWM80274.1_TX 
	1 
	GCA 
	3 
	5 
	15 

	73 
	 OWM80314.1_CN 
	1 
	TCG 
	3 
	7 
	21 

	74 
	 OWM80330.1_OTHER 
	1 
	GAA 
	3 
	5 
	15 

	75 
	 OWM80332.1_OTHER 
	1 
	CTTGG 
	5 
	7 
	35 

	76 
	 OWM81692.1_RLP 
	1 
	CTT 
	3 
	5 
	15 

	77 
	 OWM82142.1_RLK 
	1 
	TCC 
	3 
	7 
	21 

	78 
	 OWM82147.1_RLK 
	1 
	TCT 
	3 
	5 
	15 

	79 
	 OWM82401.1_RLK 
	1 
	CTC 
	3 
	5 
	15 

	80 
	 OWM82666.1_RLK 
	2 
	AGC 
	3 
	7 
	21 

	82 
	 OWM83461.1_RLP 
	2 
	CTTCCT 
	6 
	5 
	30 

	84 
	 OWM83512.1_RLK 
	1 
	TCC 
	3 
	5 
	15 

	85 
	 OWM83514.1_RLK 
	1 
	TCC 
	3 
	5 
	15 

	86 
	 OWM84740.1_CNL 
	1 
	GCT 
	3 
	5 
	15 

	87 
	 OWM85397.1_RLK 
	1 
	GAG 
	3 
	5 
	15 

	88 
	 OWM85716.1_RLK 
	1 
	CTC 
	3 
	6 
	18 

	89 
	 OWM85808.1_RLP 
	1 
	CCG 
	3 
	5 
	15 

	90 
	 OWM86472.1_RLK 
	1 
	TTC 
	3 
	5 
	15 

	91 
	 OWM86621.1_CNL 
	2 
	GAT 
	3 
	5 
	15 

	93 
	 OWM86622.1_CNL 
	1 
	GAG 
	3 
	9 
	27 

	94 
	 OWM86698.1_TM-CC 
	1 
	AGA 
	3 
	8 
	24 

	95 
	 OWM86727.1_CNL 
	1 
	CAT 
	3 
	5 
	15 

	96 
	 OWM86729.1_CNL 
	3 
	GAG 
	3 
	5 
	15 

	99 
	 OWM86779.1_OTHER 
	1 
	AGA 
	3 
	5 
	15 

	100 
	 OWM86783.1_TX 
	1 
	AGA 
	3 
	5 
	15 

	101 
	 OWM86794.1_CNL 
	1 
	GGA 
	3 
	6 
	18 

	102 
	OWM86795.1_CNL 
	          1 
	GGA 
	3 
	6 
	18 

	103 
	OWM86800.1_CNL 
	2 
	TGA 
	3 
	6 
	18 

	105 
	OWM86803.1_CNL 
	1 
	GAT 
	3 
	6 
	18 

	106 
	OWM86819.1_CNL 
	1 
	TTC 
	3 
	13 
	39 

	107 
	OWM86821.1_NL 
	1 
	TTC 
	3 
	5 
	15 

	108 
	OWM86860.1_NL 
	3 
	GTG 
	3 
	6 
	18 

	111 
	OWM86862.1_NL 
	1 
	GTG 
	3 
	5 
	15 

	112 
	OWM87750.1_RLK 
	1 
	AGG 
	3 
	8 
	24 

	113 
	OWM88075.1_CNL 
	3 
	AGC 
	3 
	6 
	18 

	116 
	OWM88077.1_NL 
	3 
	GAG 
	3 
	5 
	15 

	119 
	OWM88478.1_CNL 
	1 
	TA 
	2 
	13 
	26 

	120 
	OWM88569.1_RLK 
	1 
	CTC 
	3 
	8 
	24 

	121 
	OWM88573.1_RLK 
	1 
	TC 
	2 
	9 
	18 

	122 
	OWM88682.1_TM-CC 
	1 
	CCT 
	3 
	5 
	15 

	123 
	OWM88712.1_RLP 
	1 
	TGA 
	3 
	5 
	15 

	124 
	OWM88839.1_TM-CC 
	1 
	AGA 
	3 
	5 
	15 

	125 
	OWM88854.1_TM-CC 
	2 
	CAG 
	3 
	5 
	15 

	127 
	OWM89597.1_TNL 
	1 
	CGA 
	3 
	5 
	15 

	128 
	OWM91187.1_RLK 
	1 
	TCT 
	3 
	10 
	30 

	129 
	OWM91201.1_CNL 
	1 
	CTG 
	3 
	6 
	18 

	130 
	OWM91325.1_NL 
	1 
	GAG 
	3 
	5 
	15 

	131 
	OWM91577.1_RLK 
	1 
	TCT 
	3 
	5 
	15 

	
	Minimum
	
	1
	4
	15

	
	Maximum
	
	4
	13
	39

	
	Average
	
	1.27
	6.25
	19.54


 Note: RLK = Receptor like kinase, RLP = Receptor like Protein, TNL – toll-interleukin receptor, CNL – Coiled–coil -NBS-LRR, TM-CC- Trans membrane-coil-coil, CN-Coil-coil-NBS, NL- NBS-LRR, TM-CC- Transmembrane- coil-coil, TN=TIR-NBS, TN-Tol-interleukin-NBS, TX- (TIR)-X 






Table S2. The SSR motifs identified in the pomegranate RGA-eSSRs. 
	Motif
	Type
	Counts
	Length(bp)
	Percent (%)
	Average length(bp)
	Relative abundance
	Relative
Density
(bp/Mb)

	AG 
	2 
	3 
	52 
	2.29 
	17.33 
	1.34 
	23.25 

	AT 
	2 
	2 
	62 
	1.53 
	31.00 
	0.89 
	27.72 

	AAG 
	3 
	42 
	864 
	32.06 
	20.57 
	18.78 
	386.26 

	AAT 
	3 
	3 
	45 
	2.29 
	15.00 
	1.34 
	20.12 

	ACC 
	3 
	9 
	150 
	6.87 
	16.67 
	4.02 
	67.06 

	ACG 
	3 
	15 
	264 
	11.45 
	17.60 
	6.71 
	118.02 

	AGG 
	3 
	34 
	645 
	25.95 
	18.97 
	15.20 
	288.35 

	ATC 
	3 
	7 
	120 
	5.34 
	17.14 
	3.13 
	53.65 

	ATG 
	3 
	3 
	48 
	2.29 
	16.00 
	1.34 
	21.46 

	CCG 
	3 
	2 
	30 
	1.53 
	15.00 
	0.89 
	13.41 

	AGGG
	4 
	1 
	16 
	0.76 
	16.0 
	0.45 
	7.15 

	AACCG
	5 
	1 
	35 
	0.76 
	35.0 
	0.45 
	15.65 

	AAGAGG
	6 
	4 
	120 
	3.05 
	30.0 
	1.79 
	53.65 

	ACCAGC
	6 
	1 
	24 
	0.76 
	24.0 
	0.45 
	10.73 

	ACGCGG
	6 
	1 
	24 
	0.76 
	24.0 
	0.45 
	10.73 

	AGAGGG
	6 
	1 
	36 
	0.76 
	36.0 
	0.45 
	16.09 

	ATCCCC
	6 
	2 
	84 
	1.53 
	42.0 
	0.89 
	37.55 










Pomegranate RGA-eSSRs 




Table S3 Summary information of RGA-eSSRs in pomegranate RGAs

	SSR
	Major.Allele
Frequency
	SampleSize
	No. of obs.
	AlleleNo
	Availability
	GeneDiversity
	PIC

	RGA-eSSR1
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR2
	0.80
	5.00
	5.00
	2.00
	1.00
	0.32
	0.27

	RGA-eSSR3
	0.80
	5.00
	5.00
	2.00
	1.00
	0.32
	0.27

	RGA-eSSR4
	1.00
	5.00
	3.00
	1.00
	0.60
	0.00
	0.00

	RGA-eSSR5
	1.00
	5.00
	3.00
	1.00
	0.60
	0.00
	0.00

	RGA-eSSR6
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR7
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR8
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR9
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR10
	0.67
	5.00
	3.00
	2.00
	0.60
	0.44
	0.35

	RGA-eSSR11
	0.67
	5.00
	3.00
	2.00
	0.60
	0.44
	0.35

	RGA-eSSR12
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR13
	1.00
	5.00
	3.00
	1.00
	0.60
	0.00
	0.00

	RGA-eSSR14
	1.00
	5.00
	4.00
	1.00
	0.80
	0.00
	0.00

	RGA-eSSR15
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR16
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR17
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR18
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR19
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR20
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR21
	1.00
	5.00
	3.00
	1.00
	0.60
	0.00
	0.00

	RGA-eSSR22
	1.00
	5.00
	1.00
	1.00
	0.20
	0.00
	0.00

	RGA-eSSR23
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR24
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR25
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR26
	1.00
	5.00
	3.00
	1.00
	0.60
	0.00
	0.00

	RGA-eSSR27
	1.00
	5.00
	3.00
	1.00
	0.60
	0.00
	0.00

	RGA-eSSR28
	0.60
	5.00
	5.00
	2.00
	1.00
	0.48
	0.36

	RGA-eSSR29
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR30
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR31
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR32
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR33
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR34
	1.00
	5.00
	1.00
	1.00
	0.20
	0.00
	0.00

	RGA-eSSR35
	0.60
	5.00
	5.00
	2.00
	1.00
	0.48
	0.36

	RGA-eSSR36
	0.60
	5.00
	5.00
	3.00
	1.00
	0.56
	0.50

	RGA-eSSR37
	0.60
	5.00
	5.00
	3.00
	1.00
	0.56
	0.50

	RGA-eSSR38
	1.00
	5.00
	2.00
	1.00
	0.40
	0.00
	0.00

	RGA-eSSR39
	0.80
	5.00
	5.00
	2.00
	1.00
	0.32
	0.27

	RGA-eSSR40
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR41
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR42
	1.00
	5.00
	4.00
	1.00
	0.80
	0.00
	0.00

	RGA-eSSR43
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR44
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR45
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR46
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR47
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR48
	1.00
	5.00
	1.00
	1.00
	0.20
	0.00
	0.00

	RGA-eSSR49
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR50
	0.67
	5.00
	3.00
	2.00
	0.60
	0.44
	0.35

	RGA-eSSR51
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR52
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR53
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR54
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR55
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR56
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR57
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR58
	1.00
	5.00
	4.00
	1.00
	0.80
	0.00
	0.00

	RGA-eSSR59
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR60
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR61
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR62
	0.67
	5.00
	3.00
	2.00
	0.60
	0.44
	0.35

	RGA-eSSR63
	1.00
	5.00
	3.00
	1.00
	0.60
	0.00
	0.00

	RGA-eSSR64
	1.00
	5.00
	3.00
	1.00
	0.60
	0.00
	0.00

	RGA-eSSR65
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR66
	0.60
	5.00
	5.00
	3.00
	1.00
	0.56
	0.50

	RGA-eSSR67
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR68
	0.75
	5.00
	4.00
	2.00
	0.80
	0.38
	0.30

	RGA-eSSR69
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR70
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR71
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR72
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR73
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR74
	0.60
	5.00
	5.00
	3.00
	1.00
	0.56
	0.50

	RGA-eSSR75
	0.60
	5.00
	5.00
	3.00
	1.00
	0.56
	0.50

	RGA-eSSR76
	1.00
	5.00
	1.00
	1.00
	0.20
	0.00
	0.00

	RGA-eSSR77
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR78
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR79
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR80
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR81
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR82
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR83
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR84
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR85
	1.00
	5.00
	4.00
	1.00
	0.80
	0.00
	0.00

	RGA-eSSR86
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR87
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR88
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR89
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR90
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR91
	1.00
	5.00
	4.00
	1.00
	0.80
	0.00
	0.00

	RGA-eSSR92
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR93
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR94
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR95
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR96
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR97
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR98
	1.00
	5.00
	1.00
	1.00
	0.20
	0.00
	0.00

	RGA-eSSR99
	1.00
	5.00
	1.00
	1.00
	0.20
	0.00
	0.00

	RGA-eSSR100
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR101
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR102
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR103
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR104
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR105
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR106
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR107
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR108
	1.00
	5.00
	4.00
	1.00
	0.80
	0.00
	0.00

	RGA-eSSR109
	1.00
	5.00
	4.00
	1.00
	0.80
	0.00
	0.00

	RGA-eSSR110
	1.00
	5.00
	4.00
	1.00
	0.80
	0.00
	0.00

	RGA-eSSR111
	0.50
	5.00
	4.00
	2.00
	0.80
	0.50
	0.38

	RGA-eSSR112
	0.00
	5.00
	0.00
	0.00
	0.00
	1.00
	NaN

	RGA-eSSR113
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR114
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR115
	1.00
	5.00
	4.00
	1.00
	0.80
	0.00
	0.00

	RGA-eSSR116
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR117
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR118
	0.50
	5.00
	4.00
	2.00
	0.80
	0.50
	0.38

	RGA-eSSR119
	1.00
	5.00
	5.00
	1.00
	1.00
	0.00
	0.00

	RGA-eSSR120
	1.00
	5.00
	4.00
	1.00
	0.80
	0.00
	0.00

	RGA-eSSR121
	1.00
	5.00
	4.00
	1.00
	0.80
	0.00
	0.00

	Mean
	0.80
	5.00
	3.72
	1.03
	0.74
	0.21
	0.06




