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Fig.6 
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Fig.S7
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Table: S1
	Taxon
	HE1
	SC1
	EC2
	TE2

	Unclassified
	84.04
	74.88
	83.41
	87.12

	Frankia
	3.63
	18.68
	5.17
	9.58

	Pantoea
	4.51
	0.00
	4.53
	0.00

	Mycobacterium
	1.66
	0.14
	1.57
	0.14

	Pseudomonas
	1.31
	0.78
	1.11
	0.14


Table: S2
	Samples

	HE1

	SC1
	EC2
	TE2

	Kingdom
	1
	1
	1
	1

	Phylum
	9
	7
	9
	7

	Class
	14
	9
	14
	9

	Order
	29
	22
	30
	21

	Family
	33
	28
	47
	30

	Genus
	42
	34
	47
	30

	Species
	21
	17
	25
	14


Supplementary figures and tables captions
Fig.S1. Bacterial community abundance at the class levels in both group and individual sample in the root nodule of Casuarina spp.
Fig.S2. Bacterial community abundance at the order levels in both group and individual sample in the root nodule of Casuarina spp.
Fig.S3. Bacterial community abundance at the family levels in both group and individual sample in the root nodule of Casuarina sp.
Fig.S4. Family level distribution of bacterial community abundance in root nodules by heatmap uncluster analysis
Fig.S5. Genus level distribution of bacterial community abundance in root nodules by heatmap uncluster analysis
Fig.S6. Taxonomic summery of relative abundance (%) of bacterial community in root nodules at genus level. Sampling Habitats, HE-Hyper saline soil, SC- Saline soil, EC- Estuarine soil, TE- Terrestrial soil. A. Pseudomonas, B. Mycobacterium, C. Pantoea, D. Frankia, E. Unclassified.

Fig.S7. Beta diversity NMDS plots group and samples in the root nodule of Casuarina spp.
Tables

Table S1: Taxa Statistics at Genus level
Table S2: Statistics of Taxonomic Composition
