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Figure S1. principal component analysis (PCA) of all concentrations of the matrine treated samples.
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Figure S2. Gene Ontology enrichment analysis on DEGs meeting a threshold value of P < 5.0 × 10−2. a, After 0.2 mg/mL matrine treatment, up-regulated DEGs (left) and down-regulated DEGs (right) were performed using the KEGG term. b, Up-regulated DEGs (left) and down-regulated DEGs (right) after 0.4 mg/mL matrine treatment. c, Up-regulated DEGs (left) and down-regulated DEGs (right) after 0.8 mg/mL matrine treatment.
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